Appendix 3. STR/TP-PCR genotyping of the CTG18.1 locus in 78 FECD cases that have an expanded repeat. 
	Sample ID
	STR/TP-PCR genotype
	Analysed by smMIPs

	551
	-/-
	NO

	553
	27/-
	NO

	556
	29/-
	NO

	558
	27/-
	YES

	582
	17/-
	YES

	583
	11/-
	NO

	585
	11/-
	NO

	586
	14/-
	NO

	588
	11/-
	YES

	592
	-/-
	NO

	594
	15/-
	NO

	595
	11/-
	NO

	596
	17/-
	NO

	750
	17/-
	NO

	751
	17/-
	YES

	752
	12/-
	YES

	753
	11/-
	YES

	756
	11/-
	NO

	757
	14/-
	NO

	760
	11/-
	YES

	762
	11/-
	NO

	763
	11/-
	NO

	764
	11/-
	YES

	769
	11/-
	NO

	773
	14/-
	NO

	775
	11/-
	NO

	778
	13/-
	YES

	779
	-/-
	YES

	781
	11/-
	YES

	785
	11/-
	NO

	786
	17/-
	YES

	790
	13/-
	NO

	791
	11/-
	YES

	802
	11/-
	NO

	808
	26/-
	NO

	810
	26/-
	YES

	813
	27/-
	YES

	827
	11/-
	NO

	840
	15/-
	NO

	842
	17/-
	NO

	843
	24/-
	NO

	844
	14/-
	NO

	846
	17/-
	NO

	870
	17/-
	YES

	871
	11/-
	YES

	876
	-/-
	NO

	877
	11/-
	YES

	885
	16/-
	NO

	890
	11/-
	YES

	894
	14/-
	YES

	929
	14/-
	YES

	931
	21/-
	YES

	944
	-/-
	YES

	946
	27/-
	NO

	948
	17/-
	YES

	949
	-/-
	YES

	958
	16/-
	YES

	968
	16/-
	YES

	1067
	25/-
	NO

	1074
	-/-
	NO

	1079
	14/-
	NO

	1091
	11/-
	NO

	1100
	11/-
	NO

	1101
	14/-
	NO

	1111
	23/-
	NO

	1112
	14/-
	NO

	1119
	13/-
	YES

	1124
	-/-
	NO

	1125
	17/-
	NO

	1127
	11/-
	NO

	1136
	23/-
	NO

	1264
	11/-
	NO

	1265
	16/-
	NO

	1266
	-/-
	YES

	1267
	-/-
	NO

	1272
	21/-
	NO

	1273
	-/-
	NO

	1276
	-/-
	NO



Sample ID is shown with the number of repeats following STR/TP-PCR genotyping.
-: size unknown. Most cases are monoallelic for the expansion, apart from subjects with the genotype -/-, who are biallelic for the expansion. 29 FECD cases that were included in the smMIPs screen are indicated.

