Appendix 2. STR/TP-PCR genotyping of the CTG18.1 locus in 33 FECD probands and 3 additional family members that do not have the expanded repeat. 
	Sample ID
	STR/TP-PCR genotype

	550
	11/31

	552
	11/11

	555
	11/24

	557
	11/11

	572
	11/17

	573
	11/17

	580
	11/17

	581
	11/27

	587
	11/11

	589
	11/27

	590
	14/14

	593
	11/14

	597
	11/14

	598
	11/11

	754
	11/16

	755
	15/17

	758
	11/14

	765
	14/17

	774
	17/32

	804
	13/13

	807
	11/11

	811
	14/14

	816
	11/15

	817
	14/24

	818
	11/14

	831
	11/14

	848
	11/17

	878
	15/15

	965
	17/32

	991
	11/26

	992
	11/14

	1068
	11/13

	1070
	14/17

	1113
	24/26

	1260
	14/17

	1261
	11/17


Sample ID is shown with the number of repeats following STR/TP-PCR genotyping. A repeat size of more than, or equal to, 50 was considered an expanded repeat. 

