Table S2  Differentially expressed proteins identified in diabetic and control retinal tissues
a. List of 92 proteins that were upregulated in diabetic retinal tissues
	IDs
	Log2(Diabetes/Control)
	P value
	Protein names

	Q3THH1
	11.0763
	0.008843
	Protein disulfide-isomerase A6

	Q3UY00
	9.63796
	0.031031
	Protein S100

	D3Z5A6
	3.376033
	0.043627
	Splicing factor 3A subunit 2

	P17563
	1.969949
	2.18E-06
	Selenium-binding protein 1

	Q1WWK3
	1.70026
	0.003679
	Histone H1.5

	Q545K5
	1.693838
	0.000526
	RNA-binding protein 3

	Q3UN87
	1.637369
	0.000868
	Small nuclear ribonucleoprotein-associated protein

	A8DUK4
	1.606118
	0.015293
	Hemoglobin subunit beta-1

	Q9CT07
	1.603649
	0.031708
	Importin subunit alpha

	Q6P5E5
	1.598255
	0.011594
	Structural maintenance of chromosomes protein

	Q3TZI3
	1.586515
	0.005727
	Splicing factor 1

	Q3TM37
	1.565933
	0.035744
	SNW domain-containing protein 1

	Q8VIJ6
	1.547146
	0.007378
	Splicing factor, proline- and glutamine-rich

	A5GZX3
	1.539521
	2.56E-06
	Lactoylglutathione lyase

	Q8CGP0
	1.448929
	0.000921
	Histone H2B type 3-B

	Q91VB8
	1.442316
	0.037565
	Hemoglobin subunit alpha

	Q149Z9
	1.423232
	0.008494
	Histone H1.3

	P43274
	1.390512
	0.005543
	Histone H1.4

	P43275
	1.386125
	0.005357
	Histone H1.1

	Q8C1Y3
	1.379577
	0.00761
	Histone H1.0

	Q6ZWY9
	1.351962
	0.002358
	Histone H2B type 1-C/E/G

	Q5SZA3
	1.343797
	0.008329
	Histone H1.2

	P60824
	1.296682
	0.002924
	Cold-inducible RNA-binding protein

	P60840
	1.29561
	0.02113
	Alpha-endosulfine

	Q9CX86
	1.291209
	0.016024
	Heterogeneous nuclear ribonucleoprotein A0

	Q3UZ17
	1.277612
	0.044962
	Putative RNA-binding protein Luc7-like 2

	Z4YKB8
	1.276918
	0.012742
	Heterochromatin protein 1-binding protein 3

	B2RSV4
	1.271619
	0.024674
	Splicing factor 3B subunit 3

	Q9QZQ8
	1.248039
	0.004711
	Core histone macro-H2A.1

	Q8CCK0
	1.199437
	0.010715
	Core histone macro-H2A.2

	B2RVP5
	1.180023
	0.010849
	Histone H2A

	Q8K310
	1.175416
	0.015308
	Matrin-3

	Q8CGP6
	1.146036
	0.017545
	Histone H2A type 1-H

	A0A1L1STE4
	1.14401
	0.042027
	Interleukin enhancer-binding factor 3

	Q99M28
	1.129148
	0.033849
	RNA-binding protein with serine-rich domain 1

	Q8R326
	1.114055
	0.049333
	Paraspeckle component 1

	D3Z0S6
	1.078006
	0.012625
	U1 small nuclear ribonucleoprotein A

	Q3U741
	1.064768
	0.04287
	Probable ATP-dependent RNA helicase DDX17

	Q3UXI9
	1.055625
	0.024334
	Interleukin enhancer-binding factor 2

	Q9JIF7
	1.051101
	0.009602
	Coatomer subunit beta

	Q9D0L8
	1.032957
	0.014925
	mRNA cap guanine-N7 methyltransferase

	S4R2K1
	1.018579
	0.040983
	Zinc finger protein 82

	P84244
	1.007808
	0.036388
	Histone H3.3

	Q3UHK5
	1.00596
	0.047337
	Sodium/potassium-transporting ATPase subunit alpha-2

	P62320
	1.000493
	0.006329
	Small nuclear ribonucleoprotein Sm D3

	B2RTM0
	0.992209
	0.043939
	Histone H4

	Q9CQF3
	0.947194
	0.041817
	Cleavage and polyadenylation specificity factor subunit 5

	Q8BTS0
	0.919823
	0.045188
	Probable ATP-dependent RNA helicase DDX5

	Q5SUR0
	0.887323
	0.001764
	Phosphoribosylformylglycinamidine synthase

	E9Q1T9
	0.884261
	0.045637
	Exportin-2

	B2RWH3
	0.882583
	0.03277
	Histone H2A

	Q8BTU47
	0.870897
	0.03813
	Lupus La protein homolog

	Q569Y6
	0.81096
	0.047943
	Ubiquitin-conjugating enzyme E2 variant 1

	P62305
	0.805997
	0.014757
	Small nuclear ribonucleoprotein E

	P24472
	0.801485
	0.028141
	Glutathione S-transferase A4

	Q99J99
	0.788881
	0.025444
	3-mercaptopyruvate sulfurtransferase

	Q9CSH0
	0.784374
	0.0147
	Heterogeneous nuclear ribonucleoprotein L-like

	A0A1L1SQ51
	0.76096
	0.003783
	Talin-2

	A0A0R4J195
	0.757006
	0.046927
	Regulation of nuclear pre-mRNA domain-containing protein 1B

	Q8CEB6
	0.745807
	0.032733
	1,5-anhydro-D-fructose reductase

	Q8BMS1
	0.724817
	0.010723
	Trifunctional enzyme subunit alpha, mitochondrial

	P97822
	0.724021
	0.037447
	Acidic leucine-rich nuclear phosphoprotein 32 family member E

	Q3UBX0
	0.722391
	0.048882
	Transmembrane protein 109

	Q3U4A3
	0.721282
	0.031327
	CD2 antigen cytoplasmic tail-binding protein 2

	D3YUT6
	0.710029
	0.035118
	Protein S100

	Q5HZJ8
	0.693548
	2.69E-05
	Isocitrate dehydrogenase [NADP]

	Q9DCC5
	0.645828
	0.043001
	Chromobox protein homolog 3

	Q6ZQ38
	0.636918
	0.040559
	Cullin-associated NEDD8-dissociated protein 1

	Q9CZW4
	0.608368
	0.015338
	Long-chain-fatty-acid--CoA ligase 3

	Q9QZE7
	0.596524
	0.028076
	Translin-associated protein X

	Q545V3
	0.591441
	0.003944
	Gamma-enolase

	B2RXY7
	0.56821
	0.00234
	Carbonyl reductase [NADPH] 1

	B7ZWI2
	0.526098
	0.046533
	SAP domain-containing ribonucleoprotein

	P62274
	0.515492
	0.040554
	40S ribosomal protein S29

	A0A0R4J0P1
	0.512896
	0.002572
	Isobutyryl-CoA dehydrogenase, mitochondrial

	P60487
	0.508943
	0.001418
	Pyridoxal phosphate phosphatase

	Q3UPX0
	0.492947
	0.001184
	Ketimine reductase mu-crystallin

	F6UV57
	0.487959
	0.022221
	Sarcolemmal membrane-associated protein

	Q8QZS1
	0.433299
	0.004397
	3-hydroxyisobutyryl-CoA hydrolase, mitochondrial

	P05063
	0.428082
	7.27E-05
	Fructose-bisphosphate aldolase C

	Q3TU85
	0.404379
	0.049766
	Heat shock 70 kDa protein 1A

	P15105
	0.388948
	0.013688
	Glutamine synthetase

	Q544Y3
	0.379135
	0.007908
	Retinaldehyde-binding protein 1

	Q8K183
	0.356072
	0.005702
	Pyridoxal kinase

	Q3UYQ0
	0.34269
	0.032548
	Ribose-phosphate pyrophosphokinase 1

	P40142
	0.335066
	0.02384
	Transketolase

	Q5BKS2
	0.333727
	0.04925
	Protein phosphatase 1B

	Q3T9Z2
	0.307909
	0.048624
	Glyoxylate reductase/hydroxypyruvate reductase

	Q3U6K9
	0.274636
	0.03377
	Phosphoserine aminotransferase

	P16125
	0.236977
	0.017558
	L-lactate dehydrogenase B chain

	Q540D7
	0.231056
	0.035634
	Alcohol dehydrogenase [NADP(+)]

	Q3TMU8
	0.200548
	0.039707
	Dihydropyrimidinase-related protein 4


b. List of 59 proteins that were downregulated in diabetic retinal tissues
	IDs
	Log2(Diabetes/Control)
	P value
	Protein names

	P58252
	-0.12583
	0.042545
	Elongation factor 2

	P63017
	-0.16299
	0.049657
	Heat shock cognate 71 kDa protein

	Q3U9G2
	-0.22778
	0.008137
	78 kDa glucose-regulated protein

	Q3TG75
	-0.24233
	0.047558
	Ornithine aminotransferase, mitochondrial

	P60879
	-0.2495
	0.041234
	Synaptosomal-associated protein 25

	Q60864
	-0.26611
	0.034138
	Stress-induced-phosphoprotein 1

	A0A0G2JEG8
	-0.26721
	0.013411
	Amphiphysin

	P48962
	-0.2779
	0.034304
	ADP/ATP translocase 1

	Q80TT4
	-0.28559
	0.004322
	Mitochondrial import receptor subunit TOM70

	O08599
	-0.29817
	0.010255
	Syntaxin-binding protein 1

	Q71LX8
	-0.30675
	0.001631
	Heat shock protein HSP 90-beta

	Q3UWP8
	-0.31286
	0.031839
	Calreticulin

	Q9CWJ9
	-0.31854
	0.048553
	Bifunctional purine biosynthesis protein PURH

	Q8R1W8
	-0.32197
	0.034309
	Interphotoreceptor matrix proteoglycan 1

	P26443
	-0.34505
	0.044429
	Glutamate dehydrogenase 1, mitochondrial

	Q543S2
	-0.34685
	0.038404
	Guanine nucleotide-binding protein G(o) subunit alpha

	P24369
	-0.35307
	0.013282
	Peptidyl-prolyl cis-trans isomerase B

	Q3US81
	-0.35912
	0.026322
	Neuronal membrane glycoprotein M6-b

	Q80Y52
	-0.36783
	0.019316
	Heat shock protein HSP 90-alpha

	P20612
	-0.37425
	0.006885
	Guanine nucleotide-binding protein G(t) subunit alpha-1

	Q8BFR5
	-0.38341
	0.006963
	Elongation factor Tu, mitochondrial

	P14231
	-0.38962
	0.000832
	Sodium/potassium-transporting ATPase subunit beta-2

	P51881
	-0.40708
	0.002107
	ADP/ATP translocase 2

	Q3UUR0
	-0.4107
	0.025173
	Regulator of G-protein signaling 9

	Q0VGQ1
	-0.43012
	0.001302
	Very-long-chain 3-oxoacyl-CoA reductase

	Q5PPQ7
	-0.45114
	0.00522
	Coronin

	F6RT60
	-0.45337
	0.036259
	Methylglutaconyl-CoA hydratase, mitochondrial

	P61264
	-0.46272
	0.004838
	Syntaxin-1B

	Q3TX38
	-0.50478
	0.026692
	Voltage-dependent anion-selective channel protein 3

	Q5SX53
	-0.5222
	0.001297
	Mitochondrial 2-oxoglutarate/malate carrier protein

	Q9WVL4
	-0.52991
	0.003604
	Rhodopsin kinase

	P32958
	-0.54511
	0.000372
	Rod outer segment membrane protein 1

	A0A0A6YW88
	-0.54813
	0.042731
	CaM kinase-like vesicle-associated protein

	Q8CAJ7
	-0.54978
	0.024663
	Aspartyl aminopeptidase

	Q60932
	-0.5589
	0.029657
	Voltage-dependent anion-selective channel protein 1

	P29974
	-0.57596
	0.001306
	cGMP-gated cation channel alpha-1

	Q9CQ92
	-0.60719
	0.023027
	Mitochondrial fission 1 protein

	P24549
	-0.60836
	0.028685
	Retinal dehydrogenase 1

	Q8BPG0
	-0.63309
	0.048346
	Y-box-binding protein 3

	A0A1L1SUX8
	-0.65
	0.049827
	Thy-1 membrane glycoprotein

	Q8BH80
	-0.67975
	0.014693
	Vesicle-associated membrane protein-associated protein B

	A2APL5
	-0.68011
	0.000233
	Amino acid transporter

	A7VJ98
	-0.69216
	0.024831
	Glia maturation factor beta

	P52785
	-0.72906
	0.000753
	Guanylyl cyclase GC-E

	B7ZNF6
	-0.89981
	0.008572
	Catenin delta-2

	Q922W7
	-0.93946
	0.034102
	Myosin regulatory light chain 12B

	Q9DBN7
	-1.08805
	0.004394
	Enoyl-CoA delta isomerase 1, mitochondrial

	P48318
	-1.1556
	0.007447
	Glutamate decarboxylase 1

	Q9CXW3
	-1.22741
	0.014306
	Calcyclin-binding protein

	Q922B1
	-1.39358
	0.001763
	O-acetyl-ADP-ribose deacetylase MACROD1

	A0A1D5RLG0
	-1.4282
	0.016772
	Inactive hydroxysteroid dehydrogenase-like protein 1

	Q3UDD6
	-1.4447
	0.030818
	Granulins

	Q8R0Q6
	-1.87736
	0.028621
	Tetraspanin

	Q4FK88
	-1.97854
	0.020831
	Annexin

	A3KMJ8
	-2.05794
	0.03178
	Prefoldin subunit 3

	O88271
	-2.44243
	0.033184
	Craniofacial development protein 1

	Q3UZG4
	-3.08686
	0.000211
	Aminoacyl tRNA synthase complex-interacting multifunctional protein 1

	Q99MR6
	-9.25405
	0.028561
	Serrate RNA effector molecule homolog

	Q9CR57
	-12.1551
	0.000102
	60S ribosomal protein L14
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