Supplementary File 3 – Table 3. Primer list. Sample for which they were used, species, sequences, and position are reported. References used are GRCh38 for Homo sapiens, felCat9 for Felis catus, rheMac10 for Macaca mulatta, and Canfam4 for Canis lupus. Bolded and underscore primers fall within low-homology regions as shown in Supplementary file 2. 
	Sample
	Primer

Name
	Species
	Primersequence5’-3’
	Reference positions

	
	
	
	Forward
	Reverse
	Position F primer
	Position R primer

	RHO
	RHO_H1
	Human
	CTAATGACGTGCGCTGGAAG
	CCCTCAGGCTCTGCATTTGA
	Chr3:129530983-129531001


	Chr3:129531908-129531927



	RHO
	RHO_F1
	Cat
	AATTGCCCTGTGGTCTTTGG
	CATTATGGCATGGTTCTCCCC
	A2:53957913-53957932


	A2:53957992-53958012



	
	RHO_F2
	
	CTAGTGCAGGTGGGTGACA
	ATTTCCTAGAAGCAGCGGGA
	A2:53958451-53958469


	A2:53958602-53958621



	RHO
	RHO_R1
	Rhesus
	ATGACCCAGGTGAAGGCAA
	GTGAAATCGCCCTGTGGTC
	chr2:146949017-146949035
	chr2:146949124-146949143



	
	RHO_R2
	
	GAGGTTTCCAGGGCACATTG
	GCTGAATTTGAGTCCTCCCC
	chr2:146948239-146948258


	chr2:146948382-146948401



	RHO
	RHO_C1
	Dog
	TGATGGCATGGTTCTCCCC
	AATTGCCCTGTGGTCTTTGG
	CFA20:5709261-5709280


	CFA20:5709339-5709358



	
	RHO_C2
	
	TCCCAATGGCCAGAGACTAG
	ACTCTGTGTGCCCATCTTTG
	CFA20:5708266-5708285


	CFA20:5708403-5708422



	RPGR
	RPGR_R1
	Rhesus
	TGCATGAGGTCCTGTTCAGA
	AGGGACTCTTGGCCTTTCTG
	chrX:38122262-38122281


	chrX:38122347-38122366



	GUSB1
	GUSB1_C1
	Dog
	TCCAACGAGTACAGGTAGGC
	GACATCAGCAAGTTGGTCCA
	CFA6:654402-654421


	CFA6:655469-655488



	AMPD2
	AMPD2_C1
	Dog
	GCCTTAGAGTCCCAGAACCA
	ACCTGTATTACCTGGCCCAG
	CFA6:42698090-42698109


	CFA6:42698279-42698298



	REEP
	REEP_C1
	Dog
	TCTGTTAAATAGAGCCAAGGAGC
	CTGCTGATTCACCGGAGACT
	CFA4:16141431-16141453


	CFA4:16141571-16141590



	PRCD
	PRCDC1
	Dog
	ATCAGCTTCTCACGGTTGGA
	TTTTGGCCTTTCTCCTGCAG
	CFA9:5090831-5090850


	CFA9:5090951-5090970




