S2 Table Overall mapping rate of sequence read archive (SRA) data of retinoblastoma and normal retina tissue
	No.
	Bioproject No.
	SRA accession number
	Label
	Tissue
	Overall Mapping rate (%)

	1
	PRJNA517916
	SRR8507303
	R-A1
	retina
	91.56

	2
	PRJNA517916
	SRR8507304
	R-A2
	retina
	97.56

	3
	PRJNA517916
	SRR8507309
	R-A3
	retina
	23.34

	4
	PRJNA517916
	SRR8507300
	RB-A1
	retinoblastoma
	87.56

	5
	PRJNA517916
	SRR8507301
	RB-A2
	retinoblastoma
	77.24

	6
	PRJNA517916
	SRR8507302
	RB-A3
	retinoblastoma
	87.88

	7
	PRJNA517916
	SRR8507305
	RB-A4
	retinoblastoma
	93.48

	8
	PRJNA517916
	SRR8507306
	RB-A5
	retinoblastoma
	60.95

	9
	PRJNA517916
	SRR8507307
	RB-A6
	retinoblastoma
	1.62

	10
	PRJNA517916
	[bookmark: _Hlk37887973]SRR8507308
	RB-A7
	retinoblastoma
	57.36

	11
	PRJNA436090
	SRR6785775
	R-B1
	retina
	97.45

	12
	PRJNA436090
	SRR6785776
	R-B2
	retina
	97.46

	13
	PRJNA436090
	SRR6785777
	R-B3
	retina
	97.49

	14
	PRJNA436090
	SRR6785778
	RB-B1
	retinoblastoma
	94.03

	15
	PRJNA436090
	SRR6785779
	RB-B2
	retinoblastoma
	94.38

	16
	PRJNA436090
	SRR6785780
	RB-B3
	retinoblastoma
	93.78



