Appendix 1. STR cell line authentication
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Test Results for Submitted Sample ATCC Reference Database Profile
Locus Query Profile: ARPE-19 Database Profile: A?ﬁfgg;s:::ier:]asl)Epithelium; Human
D3S1358 14 15
THO1 6 9.3 6 9.3
D21S11 28 29
D18S51 12 16
Penta_E 7 11
D5S818 13 13
D13S317 11 12 11 12
D7S820 9 11 9 11
D16S539 9 11 9 11
CSF1PO 11 11
Penta_D 11 13
Amelogenin X Y X Y
VWA 16 19 16 19
D8S1179 13
TPOX 9 11 9 11
FGA 23
D19S433 12 13
D2S1338 19
Number of shared alleles between query sample and database profile: 16
Total number of alleles in the database profile: 16
Percent match between the submitted sample and the database profile: 100

The allele match algorithm compares the 8 core loci plus amelogenin only, even though alleles from all loci will be reported when available.

NOTE: Loci highlighted in grey (8 core STR loci plus Amelogenin) can be made public to verify cell identity. In order to protect the identity of the donor,
please do not publish the allele calls from all the STR loci tested.
Electropherograms showing raw data are attached.

Explanation of Test Results
Cell lines with 80% match are considered to be related; i.e., derived from a common ancestry. Cell lines with between a 55% to 80% match require further

profiling for authentication of relatedness.

I:l The submitted sample profile is human, but not a match for any profile in the ATCC STR database.

The submitted profile is an exact match for the following ATCC human cell line(s) in the ATCC STR database (8 core loci plus
Amelogenin): CRL-2302

|:| The submitted profile is similar to the following ATCC human cell line(s):
I:l An STR profile could not be generated.
Additional Comments:

Submitted sample, STRB2550 (ARPE-19), is an exact match to ATCC cell line CRL-2302 (ARPE-19).
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Cell Line Authentication STR Profile Report

Sample Submitted By: Vision Research Foundation Case Ref: DFL211065
Address: drsharada@snmail.org Cell line Designation: hRPE
Date Sample Received: 23-09-21 Report Date: 06-10-2021
Test Result for submitted Sample Reference Database Profile

Loci Query profile (hRPE) Database Profile (NA)

D351358 o @

THO1 6 9

D21511 ® [ 3

D18S51 ) [

PentakE 14 20

D55818 11 13

D13S317 11

D75820 10 13

D16S539 11

CSF1PO 12

PentaD [ ) [ )

vWA 16 18

D8S1179 11 12

TPOX 8

FGA 24 25

Amelogein X VY

No of shared allele between query sample and database profile- 0

Total no of allele in database profile- 0

Percentage Match Between the submitted sample and database profile- 0

Note: Loci highlighted in grey can be made public to verify cell identity. In order to protect the identity of the donor Please do not publish the allele
calls from all the STR loci tested.
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Interpretation of Result:

Cell lines with 280% match are considered to be related; i.e., derived from a common ancestry.

. The submitted sample (hRPE) profile is human, but not a match for any profile in the STR database

|:| The submitted sample profile is an exact match for the following human cell line in the STR database (8 core loci plus Amelogenin)

|:| The submitted sample profile is similar to the following human cell line in STR Database:

Comparative output from Database:

Accession %+| Name 2 N°Markers~| Score 2| Amel < C(SFIPO 2| D251338 2 D351358%| DsSS818 = D75820 | DE51179% D135317 4| D16S539% | D13551 +| D195433 < | D21511 2| FGA % PentaD% PentaEs THO1 = TPOX = vWA =
NA Query NA NA XY 12 o | 1013 |1z 1 1 () o0 :x @ = | s 1618
CWCL_ASUG GSC&262 -] 75.00% XY 12 n 10,11 n 1213 69 8 16,18
CVCL_P3as mes2 8 07T XY 10,12 12,13 10,13 N 10,11 6.7 ) 16,18
CWCL_0079 697 -] TLAZ® XY 112 1113 10,11 11,12 1,12 39 &n 16,18
CWCL_0927 Hs 815.P1 ] TLa3% XY 12 11,12 210 11,13 1,12 69 a&n 14,16,18
CVCL 246 BxPC-3-Lucs2 ) 6957 X 13 11 10,13 1 an ] 3 14,18
CVCL_x335 CCD-10765k 8 60.25% XY 1,12 11 10,11 an 11,13 693 8 16,18
CVCL_Us16 CHLA-05-A% ) 69.25% X 10 1 4,10 10,11 1112 &9 83 16,18

Disclaimer: STR data Reported relate only to the samples received and tested at our NABL, ILAC/MRA an 1S015189:2012 testing laboratory. Authentication of cell line has been
performed based on available cell bank databases. A minimum of eight core STR loci plus amelogenin for sex determination (X or XY) are required for cell line authentication.

End of Report
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