Appendix 2. Chromatograms of 10 mutations detected in the PAX6 gene and its regulatory region
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	S3. PAX6 c.375-376del, p.(R125Sfs*6)
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	S5. PAX6 c.538C>T, p.(Q180*)
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	S6. PAX6 c.765+1G>A
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	S8. PAX6 c.949C>T, p.(R317*)
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	F11. PAX6 whole gene deletion
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	F12. PAX6 c.551insG, p.(E183Rfs*14)
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	F13. PAX6 c.433A>T, p.(K145*)
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	F14. PAX6 c.403C>T, p.(Q135*)
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	F15. PAX6 c.112del, p.(R38Gfs*16)
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Nucleotide numbering for PAX6 cDNA deposited in the GenBank under accession numbers NM_000280.3. Amino acid numbering refers to the reference sequence for PAX6 protein, NP_000271.
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