	
	Primer names
	Forward
	Reverse

	Upstream
	-100k
	gcaaagggtaatctcagggacatc
	gggtggacctgcagcattaaag

	
	-40k
	TGGCAAGATGGTTCGTTAGC
	CTGACCTGGTGCCGTTCATT

	
	-30k
	CTTTGTGAACGCTAGGAGCA
	CCCGAGACTTTCAGGGTTCT

	
	-26.4k
	ACATACCCCTAACCCGTCCT
	CACGCCTCAGGTCACTGATTA

	
	-23.3k
	TGAGCTAGCCACCTTGATGC
	AGGGGTGCTACTCAAACACG

	
	-20k
	CGGGACTCTTGGCGCTTTAT
	GAGCTCTGGGTGGTGTTGAG

	
	-9.5k
	CTGCCAGCATCTTCCCTACAT
	ACGTGTCTCCCACCCTTTTA

	PITX2
	PITX2b-E1 (NM_001204397)
	gcccagatgtgccaaaggtcagag
	tgcccaggctcccaccaaattc

	
	PITX2b-E4 (NM_001204397)
	cggaaaaacacgcctgaagcctag
	tgccctcttgccgccctcac

	
	PITX2b-E5 (NM_001204397)
	ggacgcctctctccgcacgt
	cgcttccctcccggccttac

	
	PITX2b-E6 (NM_001204397)
	aagccagcaggggaagaatgag
	cccccatccctcccagactc

	
	PITX2b-E7 (NM_001204397)
	gggggttggcctccgatgg
	ggcggcccagttgttgtaggaata

	Downstream
	+2.5k
	CTTTGGCCTATCCTCGGGTT
	CCTTTTCCCAGGTCTCCACT

	
	+4.5k
	CCTCGTCGCTCTGGAAAGAT
	AAGCAGTTTCGAGGGCTGTT

	
	+6.7k
	AGGCTCCTATCCGATCCCAC
	TGAGGGCACAGGAACTTAGG

	
	+9.5k
	CTGCCAGCATCTTCCCTACAT
	ACGTGTCTCCCACCCTTTTA


Table S2 Primers used for qPCR in the detection of PITX2 deletion
