	1
	MFSMRIVCLV
	LSVVGTAWTA
	DSGEGDFLAE
	GGGVRGPRVV
	ERHQSACKDS

	51
	DWPFCSDEDW
	NYKCPSGCRM
	KGLIDEVNQD
	FTNRINKLKN
	SLFEYQKNNK

	101
	DSHSLTTNIM
	EILRGDFSSA
	NNRDNTYNRV
	SEDLRSRIEV
	LKRKVIEKVQ

	151
	HIQLLQKNVR
	AQLVDMKRLE
	VDIDIKIRSC
	RGSCSRALAR
	EVDLKDYEDQ

	201
	QKQLEQVIAK
	DLLPSRDRQH
	LPLIKMKPVP
	DLVPGNFKSQ
	LQKVPPEWKA

	251
	LTDMPQMRME
	LERPGGNEIT
	RGGSTSYGTG
	SETESPRNPS
	SAGSWNSGSS

	301
	GPGSTGNRNP
	GSSGTGGTAT
	WKPGSSGPGS
	TGSWNSGSSG
	TGSTGNQNPG

	351
	SPRPGSTGTW
	NPGSSERGSA
	GHWTSESSVS
	GSTGQWHSES
	GSFRPDSPGS

	401
	GNARPNNPDW
	GTFEEVSGNV
	SPGTRREYHT
	EKLVTSKGDK
	ELRTGKEKVT

	451
	SGSTTTTRRS
	CSKTVTKTVI
	GPDGHKEVTK
	EVVTSEDGSD
	CPEAMDLGTL

	501
	SGIGTLDGFR
	HRHPDEAAFF
	DTASTGKTFP
	GFFSPMLGEF
	VSETESRGSE

	551
	SGIFTNTKES
	SSHHPGIAEF
	PSRGKSSSYS
	KQFTSSTSYN
	RGDSTFESKS

	601
	YKMADEAGSE
	ADHEGTHSTK
	RGHAKSRPVR
	DCDDVLQTHP
	SGTQSGIFNI

	651
	KLPGSSKIFS
	VYCDQETSLG
	GWLLIQQRMD
	GSLNFNRTWQ
	DYKRGFGSLN

	701
	DEGEGEFWLG
	NDYLHLLTQR
	GSVLRVELED
	WAGNEAYAEY
	HFRVGSEAEG

	751
	YALQVSSYEG
	TAGDALIEGS
	VEEGAEYTSH
	NNMQFSTFDR
	DADQWEENCA

	801
	EVYGGGWWYN
	NCQAANLNGI
	YYPGGSYDPR
	NNSPYEIENG
	VVWVSFRGAD

	851
	YSLRAVRMKI
	RPLVTQ
	
	
	


Appendix 3. Identification of fibrinogen alpha chain in scleral extracts by MALDI-TOF (matrix assisted laser desorption ionization-time of flight [MALDI-TOF] mass spectrometry [MS]) peptide mass fingerprinting. The primary structure of human fibrinogen alpha chain (accession # P02671). The tryptic peptides identified by MS (red) and MS/MS (blue) analysis are indicated.









