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Sample： 
1. 293genome 
Reagent:  
®
GenePrint 10 System (Promega) Result: 
1. 293genome 
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STR Profile 
	Locus 
	293genome 
  
	 
	293 [HEK-293] 
(ATCC® CRL-1573™) 

	THO1 
	7 
	9.3   
	
	
7 
9.3 

	D21S11 
	28 
	30.2   
	
	- 
	- 

	D5S818 
	8 
	9   
	
	8 
	9 

	D13S317 
	12 
	14   
	
	12 
	14 

	D7S820 
	11 
	  
	
	11 
	12 

	D16S539 
	9 
	13   
	
	9 
	13 

	CSF1PO 
	7 
	11 
12 
	
	11 
	12 

	AMEL 
	X 
	 
	
	X 
	 

	vWA 
	16 
	19   
	
	16 
	19 

	TPOX 
	11   
	  
	
	11   
	


 STR profiles of 293genome were not completely matched with 293 [HEK-293] (ATCC® 
CRL-1573™). But Evaluation value (EV) between 293genome and 293 [HEK-293] (ATCC® CRL-1573™) was 0.94, which was high enough that STR profiles of 293genome are the same as those of 293 [HEK-293] (ATCC® CRL-1573™). 
Therefore two cell lines were considered to be the identical cell strain. 
Reference: 
Cell line individualization by STR multiplex system in the cell bank found 
cross-contamination between ECV304, and EJ-1/T24. Tissue Culture Research 
Communications,18:329-338(1999) 
Tanabe,H., Takada,Y., Minegishi,D., Kurematsu,M. Masui,T., and Mizusawa,H. 
Check your cultures! A list of cross-contaminated or misidentified cell lines. Int J Cancer. 2010 Jul 1;127(1):1-8. 
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