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	Gene Symbol
	SNP markers or variantsa & referencesb
	Method

	ABCA1
	rs2487032 (1); rs2472493 (2); rs2472493 (3)
	GWAS

	ABO
	rs876693 (3)
	GWAS

	AFAP1
	rs4619890 (2)
	GWAS

	APOE
	rs429358 (4), rs7412 (5)
	Candidate gene association studies 

	ASB10
	C17W, P19R, R72H, A142V, R222G, D276G, R289C, R345H, R357C, S359N, P387T (6); P19S, R32S, R39Q, T48S, G65E, V67M, R72H, D88V, D91Y, R94Q, D97E, A157V, R168C, C173*, R174W, A182V, V192L, R222G, R257H, Q280L, R289C, A305T, T314M, H317Q, H341Y, R345H, R357C, P387T, S425G, R438C (7)
	Candidate gene association studies

	ATOH7
	rs1900004 (8); rs3858145 (9)
	GWAS; Candidate gene association studies

	ATXN2
	rs7137828 (10)
	GWAS

	CAV1/CAV2
	rs4236601 (11)
	GWAS

	CDKN2B
	rs2157719 (12); rs1063192, rs4977756 (13)
	GWAS

	CYP1B1
	G61E, E229K, R469W (14); V364M, S215I, E281* (15); D192V, A330F, V364M, R444Q, V198I, V320L, E499G (16); R390H (17); R390H, c.868_869insC, E229K, A115P (18)
	Candidate gene association studies

	EFEMP1
	R345W (19)
	Genetic linkage analysis

	FNDC3B
	rs4894796 (12); rs6445055 (3)
	GWAS

	FOXC1
	rs2745572 (10); Q23*, S82T, L86F, L130F, G165R, R169P, P297S, Gene duplication (20)
	GWAS

	GAS7
	rs11656696 (21)
	GWAS

	LOXL1
	rs1048661, rs3825942, rs2165241 (negetive results) (22, 23)
	GWAS

	MYOC
	G364V, Q368*, Y437H, G357V, Q361*, Y430H (24); Q19H, R82C, W286R, T293K, P361S, G364V, Q368*, T377M, D380G, 396INS397, R422H, Y437H, A445V, R470C, I477N, K500R (25); Q48H, P370L (26); R91*, C245Y, G252R, E300K, S313F, Q337*, S341P, T353I, P370L, N450Y, T455K, Y471C; N450Y (27); T377M, E352K, Q368* (28)
	Genetic linkage analysis

	OPTN
	T34T, Q53H (29); E50K, M98K, R545Q, c.691_692insAG (30)
	Genetic linkage analysis 

	PAK7
	CNV (31)
	aCGH; Candidate gene association studies

	PAX6
	rs3026398 (32)
	Candidate gene association studies

	PITX2
	R63H, C416FS, G114fs, intron 2 (G3T), Gene deletion (20); H45Qfs, S48Tfs, R62H, W75*, V83F, c.253-11A4G (splicing defect), c.253-1G4A (splicing defect), W86S, W86C, R90P, R97Gfs, D122Efs, W133, S237Afs (33)
	Candidate gene association studies

	SIX6
	rs10483727 (34)
	GWAS

	TMCO1
	s4656461, rs7518099 (35); rs7555523 (14)
	GWAS; Candidate gene association studies

	TXNRD2
	rs35934224 (10)
	GWAS

	VRK2
	2p15-p16 (36)
	Genetic linkage analysis

	WDR36
	L240V, I264V, I713V (37); L25P, A163V, Y216P, N355S, A449T, R529Q, D658G (38); P31T, D33E, Y97C, D126N, H212P, M283R, A353S, D354N, I361V, T403A, H411Y, H411L, C470Y, P487R, I604V, S664L, M671V, N668H (39)；D658G, R529Q, A449T, N355S. D658G (40)
	Genetic linkage analysis; Candidate gene association studies 


aThe variants or SNPs identified in previous studies for these 26 candidate genes were summarized. bNumbers in bracket indicated the references.
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