Supplemental document 1. Additional variants detected by Next Generation Sequencing in Patient 1, with TRPM1- associated congenital stationary night blindness (CSNB). None of these variants would be expected to sufficiently explain the phenotype, however a modifying effect cannot be rules out. ExAC (http://exac.broadinstitute.org/) was accessed on June 13, 2019.
	Gene
	Nucleotide change
	Protein effect
	Zygosity
	ExAC frequency

	ARL13B
	c.1186C>G
	p.Pro396Ala
	heterozygous
	0.006489 (4 homozygous, 784 heterozygous)

	CNGB1
	c. 2957A>T
	p. Asn986Ile
	heterozygous
	0.001101 (0 homozygous, 133 heterozygous

	FBLN5
	c.224T>C
	p.Val75Ala
	heterozygous
	0.00008238 (0 homozygous, 10 heterozygous)

	GPR98
	c.6838G>A
	p.Arg2128Gln
	heterozygous
	0.001046 (2 homozygous, 124 heterozygous)

	TCTN1
	c.342-2A>G
	Splice site mutation*
	heterozygous
	0


*This variant was described as homozygous mutation in Joubert syndrome by: 
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