	Appendix 1. Allelic association results for 13 tag SNPs directly genotyped in this study.
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	Risk
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	SNP
	(GRCh37)
	Alleles
	Allele
	(N=634)
	(N=1694)
	P
	Pc
	OR (95% CI)
	adjP*
	adjPc
	adjOR (95% CI)*

	rs2071358
	48,366,449 
	G>T
	G
	0.537 
	0.522 
	0.36 
	　
	1.06 (0.93-1.21)
	0.27
	
	1.10 (0.93-1.29)

	rs4760608
	48,368,989 
	A>C
	A
	0.760 
	0.736 
	0.090 
	
	1.14 (0.98-1.32)
	0.27
	
	1.11 (0.92-1.35)

	rs1793949
	48,371,595 
	G>A
	A
	0.436 
	0.429 
	0.64 
	
	1.03 (0.91-1.17)
	0.68
	
	1.03 (0.88-1.22)

	rs11168337
	48,376,530 
	A>C
	C
	0.461 
	0.449 
	0.48 
	
	1.05 (0.92-1.19)
	0.54
	
	1.05 (0.89-1.24)

	rs3829735
	48,376,599 
	C>T
	C
	0.940 
	0.915 
	0.0050 
	0.065 
	1.45 (1.12-1.89)
	0.062
	
	1.36 (0.98-1.89)

	rs740024
	48,382,282 
	C>A
	C
	0.546 
	0.544 
	0.91 
	
	1.01 (0.88-1.15)
	0.79
	
	1.02 (0.87-1.2)

	rs2071437
	48,386,919 
	A>G
	A
	0.748 
	0.741 
	0.64 
	
	1.04 (0.89-1.20)
	0.26
	
	1.11 (0.92-1.35)

	rs12423250
	48,389,245 
	C>T
	T
	0.242 
	0.218 
	0.081 
	
	1.15 (0.98-1.33)
	0.056
	
	1.20 (1.00-1.45)

	rs1034762
	48,389,643 
	A>C
	C
	0.493 
	0.493 
	0.99 
	
	1.00 (0.88-1.14)
	0.75
	
	1.03 (0.87-1.21)

	rs1793958
	48,392,433 
	A>G
	G
	0.315 
	0.300 
	0.34 
	
	1.07 (0.93-1.23)
	0.12
	
	1.15 (0.97-1.37)

	rs1793953
	48,393,526 
	G>A
	G
	0.689 
	0.644 
	0.0040 
	0.053 
	1.22 (1.07-1.41)
	0.017
	0.22
	1.24 (1.04-1.47)

	rs12228854
	48,396,920 
	G>T
	G
	0.757 
	0.754 
	0.80 
	
	1.02 (0.88-1.18)
	0.43
	
	1.08 (0.89-1.31)

	rs6580647
	48,403,229 
	C>A
	A
	0.443 
	0.436 
	0.67 
	　
	1.03 (0.90-1.17)
	0.89
	
	1.01 (0.86-1.19)

	
	
	
	
	
	
	
	
	
	
	
	

	Chr., chromosome; OR, odds ratio; CI, confidence interval; adjP, P value adjusted for spherical equivalent; adjOR, OR adjusted for spherical equivalent.

	* The adjP values and adjORs were determined using logistic regression.

	**Rsq is an estimate of the squared correlation between imputed and true genotypes.


