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Supplementary Figure S2
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Figure S2. CNV analysis using genotyping data obtained by SNP-array in both affected individuals revealed one common ROH on chromosome
2q13 (chr2:110,465,111-110,980,346) and one genomic deletion on the same chromosome (chr2:111,891,895-111,980,985) (GRCh38) best
seen on Log R Ratio graph. An 89,091bp deletion present in both siblings encompassed part of MERTK gene




