	Table S1. List of 34 candidate genes of congenital cataracts sequenced in this study

	Gene
	Chromosome
	RefSeq accession
	Exons
	cDNA length (bp)
	Amino acids

	AGK
	7
	NM_018238
	11
	735
	244

	BFSP1
	20
	NM_001195
	8
	1998
	665

	BFSP2
	3
	NM_003571
	7
	1248
	415

	CHMP4B
	20
	NM_176812
	5
	675
	224

	CRYAA
	21
	NM_000394
	3
	522
	173

	CRYAB
	11
	NM_001885
	3
	528
	175

	CRYBA1
	17
	NM_005208
	6
	648
	215

	CRYBA4
	22
	NM_001886
	5
	591
	196

	CRYBB1
	22
	NM_001887
	5
	759
	252

	CRYBB2
	22
	NM_000496
	5
	618
	205

	CRYBB3
	22
	NM_004076
	5
	636
	211

	CRYGC
	2
	NM_020989
	3
	525
	174

	CRYGD
	2
	NM_006891
	3
	444
	147

	CRYGS
	3
	NM_017541
	3
	537
	178

	EPHA2
	1
	NM_004431
	17
	2931
	976

	EYA1
	8
	NM_172058
	16
	1779
	592

	FOXE3
	1
	NM_012186
	1
	960
	319

	FTL
	19
	NM_000146
	4
	438
	145

	FYCO1
	3
	NM_024513
	17
	4437
	1478

	GALK1
	17
	NM_000154
	8
	1179
	392

	GALT
	9
	NM_000155
	11
	1140
	379

	GCNT2
	6
	NM_145655
	3
	1209
	402

	GJA3
	13
	NM_021954
	1
	1308
	435

	GJA8
	1
	NM_005267
	1
	1302
	433

	HSF4
	16
	NM_001040667
	13
	1479
	492

	LIM2
	19
	NM_030657
	4
	648
	215

	MAF
	8
	NM_032272
	7
	771
	256

	MIP
	12
	NM_012064
	4
	792
	263

	NHS
	X
	NM_198270
	8
	4893
	1630

	PITX3
	10
	NM_005029
	3
	909
	302

	SLC16A12
	10
	NM_213606
	6
	1551
	516

	TDRD7
	9
	NM_014290
	16
	3297
	1098

	TMEM114
	16
	NM_001146336
	4
	672
	223

	VIM
	10
	NM_003380
	9
	1401
	466

	Total
	　
	　
	225
	43560
	14486


