	Supplemental Table 1 Maximum effect sizes for PLEKHA1, ARMS2, and HTRA1 cis-eQTLs

	GRCh37/hg19 Chr 10 position
	SNP 
	PLEKHA1
	ARMS2
	HTRA1
	AMD haplotype

	123184875
	rs10788178
	-0.17
	 
	 
	 

	123335343
	rs11200015
	0.52
	 
	 
	 

	123335630
	rs144380958
	0.52
	 
	 
	 

	123338385
	rs9787432
	0.52
	 
	 
	 

	123379947
	rs36082274
	 
	0.52
	 
	 

	124015767
	rs74159101
	 
	 
	-0.45
	 

	124030216
	rs56301506
	 
	0.89
	 
	 

	124043867
	rs10887120
	 
	-0.5
	 
	 

	124045887
	rs911774
	 
	-0.57
	 
	 

	124065278
	rs75092311
	 
	1.1
	 
	 

	124081379
	rs75933146
	-0.68
	0.84
	 
	 

	124091855
	chr10_124091855_I
	-0.51
	 
	 
	 

	124098847
	rs7915908
	-0.23
	 
	 
	 

	124098983
	rs7915953
	-0.23
	 
	 
	 

	124099305
	rs61871701
	-0.23
	 
	 
	 

	124099344
	rs17103452
	-0.23
	 
	 
	 

	124099644
	rs7920206
	-0.24
	 
	 
	 

	124099647
	rs2038598
	0.48
	-0.75
	 
	 

	124100198
	rs7920882
	 
	-0.33
	 
	 

	124100471
	rs10887138
	-0.27
	-0.57
	 
	 

	124100849
	rs7085944
	-0.23
	 
	 
	 

	124100974
	rs7068066
	0.27
	 
	 
	 

	124101578
	rs6585816
	0.6
	-0.85
	 
	 

	124102304
	rs10887140
	-0.27
	-0.58
	 
	 

	124102548
	rs11200562
	-0.26
	-0.58
	 
	 

	124102664
	rs7085821
	 
	-0.7
	 
	 

	124103697
	rs12249417
	0.29
	 
	 
	 

	124104396
	rs6585817
	0.62
	-0.92
	 
	 

	124104793
	rs7095410
	0.11
	 
	 
	 

	124104924
	rs6585818
	0.62
	-0.92
	 
	 

	124105755
	rs10887141
	-0.27
	-0.57
	 
	 

	124105812
	chr10_124105812_D
	 
	-0.56
	 
	 

	124106300
	rs11200565
	0.26
	-0.6
	 
	 

	124106759
	rs11595694
	0.4
	-0.57
	 
	 

	124107045
	rs11598094
	0.12
	 
	 
	 

	124107484
	rs10887142
	-0.21
	-0.51
	 
	 

	124107638
	rs11200566
	0.26
	 
	 
	 

	124108106
	rs12220862
	0.11
	 
	 
	 

	124108629
	rs6585819
	 
	 
	-0.23
	 

	124108798
	rs6585820
	0.62
	-0.82
	 
	 

	124109681
	rs12415329
	-0.27
	-0.57
	 
	 

	124110000
	rs911780
	 
	-0.57
	 
	 

	124110333
	chr10_124110333_I
	 
	 
	-0.23
	 

	124110798
	rs1475112
	 
	-0.44
	 
	 

	124110804
	rs10749465
	 
	 
	-0.22
	 

	124110966
	rs11200571
	0.11
	 
	 
	 

	124111173
	rs35444643
	0.12
	 
	 
	 

	124111537
	rs11200572
	-0.27
	-0.57
	 
	 

	124112533
	rs1885514
	-0.27
	-0.57
	 
	 

	124112799
	rs7074542
	0.14
	 
	 
	 

	124113899
	rs10887143
	0.26
	 
	 
	 

	124114152
	rs2038596
	 
	-0.89
	 
	 

	124114356
	rs7904674
	0.26
	 
	 
	 

	124115576
	rs7088780
	 
	-0.97
	 
	 

	124115881
	rs7089084
	-0.21
	-0.42
	 
	 

	124116818
	rs6585822
	0.28
	 
	 
	 

	124116820
	rs7917247
	0.28
	 
	 
	 

	124117550
	rs11200576
	-0.25
	-0.55
	 
	 

	124118176
	rs7922158
	0.28
	 
	 
	 

	124118947
	rs12761255
	0.29
	 
	 
	 

	124119526
	rs10887144
	0.29
	 
	 
	 

	124119639
	rs7091993
	0.29
	 
	 
	 

	124120457
	rs10510109
	-0.2
	-0.42
	 
	 

	124120567
	rs11596636
	0.29
	 
	 
	 

	124121342
	rs11200580
	 
	-0.44
	 
	 

	124121697
	chr10_124121697_I
	-0.2
	-0.42
	 
	 

	124121878
	rs12250214
	0.27
	 
	 
	 

	124122595
	rs11200581
	-0.27
	-0.58
	 
	 

	124122632
	rs7080960
	-0.22
	-0.41
	 
	 

	124123164
	chr10_124123164_I
	-0.27
	-0.51
	 
	 

	124123470
	rs11200583
	-0.28
	-0.53
	 
	 

	124124794
	rs7073077
	-0.28
	-0.78
	 
	 

	124126033
	rs11200585
	0.4
	 
	 
	 

	124126761
	rs12246005
	0.23
	 
	 
	 

	124126984
	rs6585823
	0.65
	-1.1
	 
	 

	124127578
	rs7896201
	0.73
	-1.2
	 
	 

	124127990
	rs56029211
	-0.56
	-0.6
	 
	 

	124128076
	rs7896881
	-0.24
	-0.7
	 
	 

	124128443
	rs2901307
	-0.56
	-0.6
	 
	 

	124128690
	rs11816578
	0.36
	 
	 
	 

	124129117
	rs6585825
	0.71
	-1.2
	 
	 

	124130086
	rs72830775
	0.26
	 
	 
	 

	124130767
	chr10_124130767_D
	-0.57
	-0.6
	 
	 

	124131176
	rs4752689
	-0.15
	-0.83
	 
	 

	124131922
	rs11592665
	0.41
	 
	 
	 

	124132188
	rs4751889
	0.3
	0.81
	 
	 

	124134042
	rs7900012
	-0.63
	1.1
	 
	 

	124134803
	rs71486610
	-0.57
	-0.57
	 
	 

	124135004
	chr10_124135004_I
	 
	1.1
	 
	 

	124135862
	rs72830780
	0.26
	 
	 
	 

	124137964
	rs75695674
	0.26
	 
	 
	 

	124138378
	chr10_124138378_D
	-0.73
	1.2
	 
	 

	124138386
	chr10_124138386_D
	-0.74
	1.2
	 
	 

	124138696
	chr10_124138696_D
	0.25
	0.46
	 
	 

	124138804
	rs10749466
	0.5
	0.93
	 
	 

	124139041
	chr10_124139041_D
	0.26
	 
	 
	 

	124139393
	rs11200594
	-0.51
	-0.58
	 
	 

	124139767
	rs1004946
	0.5
	0.93
	 
	 

	124139893
	rs9887977
	0.26
	 
	 
	 

	124139910
	rs3850765dbSNP
	-0.46
	-0.85
	 
	 

	124140752
	chr10_124140752_D
	-0.74
	1.3
	 
	 

	124140756
	chr10_124140756_D
	-0.93
	1.2
	 
	 

	124141387
	rs7914912dbSNP
	0.26
	 
	 
	 

	124141971
	rs6585826dbSNP
	-0.74
	1.3
	 
	 

	124142629
	rs11200595dbSNP
	-0.51
	-0.59
	 
	 

	124143406
	rs72830784dbSNP
	0.26
	 
	 
	 

	124143997
	rs10887145dbSNP
	0.51
	0.93
	 
	 

	124144482
	rs7098059dbSNP
	-0.7
	1.2
	 
	 

	124145140
	rs7084349dbSNP
	0.51
	0.93
	 
	 

	124145156
	rs7084718dbSNP
	0.51
	0.93
	 
	 

	124145212
	rs7068487dbSNP
	0.51
	0.93
	 
	 

	124145712
	rs10749467dbSNP
	-0.73
	1.2
	 
	 

	124145772
	rs72830788dbSNP
	0.26
	 
	 
	 

	124146298
	rs7089398dbSNP
	-0.72
	1.2
	 
	 

	124146691
	rs7902176dbSNP
	0.51
	0.93
	 
	 

	124147560
	rs72830790dbSNP
	0.26
	 
	 
	 

	124147639
	rs11200604dbSNP
	-0.51
	-0.58
	 
	 

	124148167
	rs2421017dbSNP
	-0.53
	-0.58
	 
	 

	124148234
	rs72830792dbSNP
	0.26
	 
	 
	 

	124148264
	rs2421018dbSNP
	0.51
	0.93
	 
	 

	124148448
	chr10_124148448_D
	0.51
	0.93
	 
	 

	124148526
	rs4752691dbSNP
	0.51
	0.93
	 
	 

	124148765
	rs11200606dbSNP
	-0.51
	-0.58
	 
	 

	124148941
	rs12269675dbSNP
	0.4
	 
	 
	 

	124149352
	rs7088058dbSNP
	0.53
	0.93
	 
	 

	124149410
	chr10_124149410_D
	0.51
	0.91
	 
	 

	124149917
	rs10788284dbSNP
	-0.55
	-0.6
	 
	 

	124150311
	rs12242543dbSNP
	0.4
	 
	 
	 

	124150338
	chr10_124150338_I
	-0.29
	-0.58
	 
	 

	124150586
	rs2421019dbSNP
	0.51
	0.93
	 
	 

	124150962
	rs2421020dbSNP
	0.51
	0.93
	 
	 

	124151184
	rs72830795dbSNP
	0.26
	 
	 
	 

	124153621
	chr10_124153621_I
	0.32
	0.94
	 
	 

	124153631
	rs10887147dbSNP
	-0.71
	1.2
	 
	 

	124154169
	rs17103488dbSNP
	-0.29
	-0.69
	 
	 

	124154626
	rs11200607dbSNP
	0.35
	0.46
	-0.24
	 

	124154728
	chr10_124154728_D
	0.35
	0.46
	 
	 

	124154728
	chr10_124154728_D
	 
	 
	-0.24
	 

	124154793
	rs5013920dbSNP
	-0.51
	-0.58
	 
	 

	124155010
	rs34783530dbSNP
	0.4
	 
	 
	 

	124155381
	rs4146894dbSNP
	-0.5
	-0.55
	 
	 

	124155598
	chr10_124155598_I
	-0.29
	-0.58
	 
	 

	124155845
	rs10399971dbSNP
	0.26
	 
	 
	 

	124156852
	rs4752692dbSNP
	0.26
	 
	 
	 

	124157046
	rs2421021dbSNP
	-0.52
	-0.59
	 
	 

	124157821
	rs11200608dbSNP
	-0.5
	-0.59
	 
	 

	124157837
	chr10_124157837_D
	-0.54
	-0.6
	 
	 

	124157858
	rs11200609dbSNP
	-0.5
	-0.59
	 
	 

	124158036
	rs7087144dbSNP
	0.51
	0.93
	 
	 

	124158516
	rs72830799dbSNP
	0.26
	 
	 
	 

	124159050
	rs4565845dbSNP
	-0.28
	-0.63
	 
	 

	124159090
	chr10_124159090_D
	-0.18
	-0.45
	 
	 

	124159243
	rs4345899dbSNP
	-0.28
	-0.63
	 
	 

	124159835
	rs9988734dbSNP
	0.41
	 
	 
	 

	124160106
	rs72830800dbSNP
	0.26
	 
	 
	 

	124160126
	rs7905479dbSNP
	-0.71
	1.2
	 
	 

	124160581
	rs8181474dbSNP
	0.51
	0.92
	 
	 

	124161144
	rs17649042dbSNP
	0.26
	 
	 
	 

	124161546
	rs11592338dbSNP
	0.4
	 
	 
	 

	124161791
	rs4751890dbSNP
	0.51
	0.93
	 
	 

	124162407
	rs61871722dbSNP
	-0.44
	 
	 
	 

	124162526
	rs35198501dbSNP
	0.69
	 
	 
	 

	124163611
	rs4752693dbSNP
	0.26
	 
	 
	 

	124164134
	rs2421022dbSNP
	0.51
	0.93
	 
	 

	124164654
	rs10082476dbSNP
	0.35
	0.46
	-0.24
	 

	124164988
	rs72830801dbSNP
	0.26
	 
	 
	 

	124165216
	rs10887148dbSNP
	0.4
	 
	 
	 

	124165615
	rs6585827dbSNP
	-0.5
	-0.59
	 
	 

	124166018
	rs41310276dbSNP
	-0.74
	1.2
	 
	 

	124166835
	rs76935275dbSNP
	0.26
	 
	 
	 

	124167004
	rs10887149dbSNP
	0.33
	0.97
	 
	 

	124167512
	rs2421016dbSNP
	-0.52
	-0.58
	 
	 

	124168064
	rs117169865dbSNP
	-0.82
	1.2
	 
	 

	124169666
	rs7918867dbSNP
	-0.69
	1.1
	 
	 

	124171857
	rs7097701dbSNP
	-0.5
	-0.59
	 
	 

	124172108
	rs7079976dbSNP
	-0.52
	-0.58
	 
	 

	124172912
	rs7908662dbSNP
	-0.5
	-0.59
	 
	 

	124174941
	rs4751891dbSNP
	0.24
	 
	 
	 

	124175273
	rs4751892dbSNP
	0.77
	-1.2
	 
	 

	124176452
	rs4612730dbSNP
	-0.5
	-0.58
	 
	 

	124177879
	rs17103522dbSNP
	-0.3
	-0.68
	 
	 

	124177898
	rs72832707dbSNP
	0.26
	 
	 
	 

	124179096
	rs41307060dbSNP
	0.26
	 
	 
	 

	124179299
	rs4311997dbSNP
	-0.5
	-0.58
	 
	 

	124179856
	rs72832710dbSNP
	0.26
	 
	 
	 

	124180176
	rs35777422dbSNP
	-0.2
	-0.46
	 
	 

	124180578
	rs10887150dbSNP
	-0.5
	-0.58
	 
	 

	124180766
	rs75799135dbSNP
	-0.52
	-0.58
	 
	 

	124181137
	rs7913140dbSNP
	0.3
	 
	 
	 

	124182606
	chr10_124182606_D
	0.26
	 
	 
	 

	124182665
	rs12256448dbSNP
	0.4
	 
	 
	 

	124183181
	rs41317040dbSNP
	0.26
	 
	 
	 

	124183688
	chr10_124183688_I
	-0.57
	-0.64
	 
	 

	124183691
	chr10_124183691
	-0.27
	-0.61
	 
	 

	124183732
	rs4405249dbSNP
	0.77
	-1.2
	 
	 

	124184567
	rs9783213dbSNP
	0.26
	 
	 
	 

	124186127
	rs2292623dbSNP
	0.22
	 
	 
	 

	124186167
	rs2292624dbSNP
	0.4
	 
	 
	 

	124186367
	rs2292625dbSNP
	0.41
	 
	 
	 

	124186714
	rs2292626dbSNP
	-0.5
	-0.59
	 
	 

	124187107
	rs952508dbSNP
	0.26
	 
	 
	 

	124188719
	rs10082462dbSNP
	0.4
	 
	 
	 

	124188743
	rs72832715dbSNP
	0.26
	 
	 
	 

	124189113
	rs72832716dbSNP
	0.26
	 
	 
	 

	124189197
	rs1045216dbSNP
	-0.51
	-0.93
	 
	 

	124190121
	rs17103541dbSNP
	0.26
	 
	 
	 

	124192180
	rs7350442dbSNP
	-0.51
	-0.93
	 
	 

	124192245
	rs72832718dbSNP
	0.26
	 
	 
	 

	124192430
	rs10510110dbSNP
	-0.59
	-0.61
	 
	 

	124192474
	rs10510111dbSNP
	0.26
	 
	 
	 

	124193181
	rs2280141dbSNP
	-0.59
	-0.6
	 
	 

	124194071
	chr10_124194071_D
	-0.82
	1.2
	 
	 

	124194816
	rs17564097dbSNP
	-0.82
	1.2
	 
	 

	124195485
	rs7072204dbSNP
	-0.5
	-0.58
	 
	 

	124195869
	rs35861023dbSNP
	0.72
	 
	 
	 

	124196250
	chr10_124196250_D
	-0.52
	-0.58
	 
	 

	124197214
	rs78305107dbSNP
	 
	0.87
	 
	 

	124197243
	rs12098648dbSNP
	0.26
	 
	 
	 

	124197641
	rs111348404dbSNP
	0.26
	 
	 
	 

	124198585
	rs11200629dbSNP
	-0.5
	-0.58
	 
	 

	124198919
	chr10_124198919_D
	-0.39
	 
	 
	 

	124201412
	rs79296899dbSNP
	-0.84
	1.2
	 
	 

	124201665
	rs2292627dbSNP
	-0.29
	-0.69
	 
	 

	124202126
	rs58649964dbSNP
	-0.27
	 
	 
	 

	124202251
	rs72834434dbSNP
	0.26
	 
	 
	 

	124202533
	chr10_124202533_I
	 
	0.85
	 
	 

	124202878
	rs7068411dbSNP
	 
	0.63
	 
	 

	124203787
	rs61871744dbSNP
	-0.51
	-0.76
	0.36
	x

	124205644
	rs1474526dbSNP
	 
	1.2
	 
	 

	124206126
	rs2178931dbSNP
	-0.85
	1.1
	 
	 

	124207143
	rs2736916dbSNP
	-0.89
	1.2
	 
	 

	124208399
	rs1882907dbSNP
	-0.89
	1.2
	 
	 

	124209684
	rs11200630dbSNP
	-0.24
	-0.77
	0.39
	x

	124210369
	rs61871745dbSNP
	-0.25
	-0.8
	0.4
	x

	124211012
	rs2736930dbSNP
	-0.89
	1.2
	 
	 

	124211536
	rs11200632dbSNP
	-0.25
	-0.8
	0.41
	x

	124211596
	rs11200633dbSNP
	-0.25
	-0.8
	0.41
	x

	124212913
	rs61871746dbSNP
	-0.25
	-0.8
	0.4
	x

	124212945
	rs6585831dbSNP
	 
	0.62
	0.43
	 

	124213046
	rs61871747dbSNP
	-0.25
	-0.8
	0.4
	x

	124213239
	rs2672600dbSNP
	 
	0.61
	0.43
	 

	124213449
	rs72631113dbSNP
	 
	-0.35
	0.3
	 

	124214355
	rs2736911dbSNP
	-0.84
	1.1
	 
	 

	124214448
	rs10490924dbSNP
	-0.25
	-0.56
	0.4
	x

	124214600
	chr10_124214600_I
	-0.25
	-0.8
	 
	 

	124214976
	rs36212731dbSNP
	-0.25
	-0.8
	0.4
	x

	124215198
	rs36212732dbSNP
	-0.25
	-0.8
	0.4
	x

	124215211
	rs36212733dbSNP
	-0.25
	-0.8
	0.4
	x

	124215315
	rs3750848dbSNP
	-0.25
	-0.8
	0.4
	x

	124215421
	rs3750847dbSNP
	-0.25
	-0.8
	0.4
	x

	124215565
	rs3750846dbSNP
	-0.24
	-0.8
	0.39
	x

	124215594
	rs2736912dbSNP
	-0.86
	1.2
	 
	 

	124216384
	chr10_124216384_I
	 
	0.6
	0.44
	 

	124216385
	chr10_124216385_I
	 
	0.61
	0.43
	 

	124216825
	rs2672602dbSNP
	-0.86
	1.2
	 
	 

	124216834
	rs2672603dbSNP
	-0.86
	1.2
	 
	 

	124217632
	rs2014307dbSNP
	 
	0.6
	0.44
	 

	124219275
	rs3793917dbSNP
	-0.23
	-0.8
	0.42
	x

	124220023
	rs2672601dbSNP
	-0.72
	1.1
	 
	 

	124220061
	rs3763764dbSNP
	-0.24
	-0.81
	0.4
	x

	124220544
	rs11200638dbSNP
	-0.25
	-0.76
	0.4
	x

	124221270
	rs1049331dbSNP
	-0.25
	-0.79
	0.39
	x

	124221276
	rs2293870dbSNP
	-0.24
	-0.8
	0.39
	x

	124224916
	rs2248929dbSNP
	0.21
	0.75
	 
	 

	124225364
	rs932274dbSNP
	 
	0.86
	 
	 

	124226199
	rs2672597dbSNP
	 
	0.83
	 
	 

	124226215
	rs2249049dbSNP
	 
	0.84
	 
	 

	124226630
	rs2284665dbSNP
	-0.23
	-0.78
	0.39
	x

	124226793
	rs2672596dbSNP
	 
	0.86
	 
	 

	124227288
	rs2672595dbSNP
	 
	0.87
	 
	 

	124227624
	rs60401382dbSNP
	-0.19
	-0.63
	0.34
	x

	124228202
	rs2672594dbSNP
	 
	0.86
	 
	 

	124229203
	rs11200643dbSNP
	-0.18
	-0.63
	0.35
	x

	124230024
	rs58077526dbSNP
	-0.21
	-0.73
	0.43
	x

	124230750
	rs2672592dbSNP
	 
	 
	0.34
	 

	124231464
	rs932275dbSNP
	-0.22
	-0.59
	0.44
	x

	124233502
	rs2736914dbSNP
	 
	1
	 
	 

	124234037
	rs2142308dbSNP
	-0.22
	-0.74
	0.44
	x

	124234284
	rs2672591dbSNP
	 
	0.58
	 
	 

	124234284
	chr10_124234284_I
	 
	0.65
	 
	 

	124234604
	rs2672590dbSNP
	 
	0.91
	 
	 

	124234988
	rs2672589dbSNP
	 
	0.61
	0.43
	 

	124235296
	rs2672588dbSNP
	 
	0.61
	 
	 

	124235355
	rs2672587dbSNP
	0.21
	0.67
	-0.33
	 

	124239437
	rs11200647dbSNP
	-0.29
	 
	 
	 

	124796170
	rs17104498dbSNP
	0.26
	 
	 
	 

	124797781
	rs73373606dbSNP
	0.26
	 
	 
	 

	124797970
	rs61318574dbSNP
	0.26
	 
	 
	 

	124801826
	rs73373611dbSNP
	0.26
	 
	 
	 

	124802223
	rs59080613dbSNP
	0.26
	 
	 
	 

	124814481
	rs11248371dbSNP
	0.25
	 
	 
	 

	124866446
	rs11248393dbSNP
	0.18
	 
	 
	 

	125047417
	rs79048938dbSNP
	0.53
	 
	 
	 

	125049276
	rs115485280dbSNP
	0.52
	 
	 
	 

	125049875
	rs77896507dbSNP
	0.52
	 
	 
	 

	125089364
	rs77280903dbSNP
	0.51
	 
	 
	 

	In the column corresponding to each gene, the number in a box is the maximum eQTL effect seen across all tissues in the GTEx database.  We excluded eQTLs that are not statistically significant (false discovery rate > .05). In the rare instances where one tissue has an effect in the opposite direction from the majority of tissues, only the maximum effect from the majority of tissues is included.  
 



