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	Chr
	Position
	Ref
	Alt
	Status
	Gene
	dbSNP
	Exonic/
Biotype
	Transcript
	Codon
	SIFT
	PolyPhen
	SCC 
patient (N)
	EXAC
(East Asia)

	chr15
	100657064
	C
	T
	Het
	ADAMTS17
	　
	MISSENSE
	NM_139057:p.Val626Met
	Gtg/Atg
	0.06 tolerated
	0.974 probably damaging
	1
	0.000347

	chr15
	100871103
	C
	A
	Het
	ADAMTS17
	　
	MISSENSE
	NM_139057:p.Val203Phe
	Gtt/Ttt
	0.71 tolerated
	0.937 probably damaging
	1
	NA

	chr1 
	150531447
	G
	A
	Het
	ADAMTSL4
	rs201050879
	MISSENSE
	NM_019032:p.Glu857Lys
	Gag/Aag
	0.02 damaging
	0.944 possibly damaging
	1
	0.000672

	chr17
	73758836
	G
	A
	Het
	GALK1
	　
	MISSENSE
	NM_000154:p.Arg248Trp
	Cgg/Tgg
	0 damaging
	0.978 probably damaging
	3
	0.00009946

	chr17
	73759494
	C
	T
	Het
	GALK1
	　
	MISSENSE
	NM_000154:p.Val128Met
	Gtg/Atg
	0.04 damaging
	0.998 Probably damaging
	2
	0.0001061

	chr17
	73758961
	A
	C
	Het
	GALK1
	　
	MISSENSE
	NM_000154:p.Leu206Trp
	tTg/tGg
	0 damaging
	1.000 probably damaging
	1
	0.0001088

	chr19
	51890568
	G
	A
	Het
	LIM2
	rs374509682
	MISSENSE
	NM_030657:p.Arg44Trp
	Cgg/Tgg
	0 damaging
	1.000 probably damaging
	1
	0

	chr5
	138283099
	G
	A
	Het
	SIL1
	rs201560093
	MISSENSE
	NM_001037633:p.Arg365Cys
	Cgc/Tgc
	0.05 damaging
	0.999 probably damaging
	1
	0.0003483

	chr14
	74726453
	G
	A
	Het
	VSX2
	　
	MISSENSE
	NM_182894:p.Gly243Asp
	gGc/gAc
	0.04 damaging
	1.000 probably damaging
	1
	0.000578



