Table S2. Primers used for Sanger sequencing and the product number of Taqman SNP genotyping.
	1
	Chr1_171607823 
	A
	G
	MYOC
	NM_000261:p.Leu215Pro
	cTg/cCg


LEFT PRIMER: TCCCAAAGTGCTGGGATTAC
RIGHT PRIMER: CTCTGCTCCCAGGGAAGTTA
	2
	Chr1_47882432
	C
	T
	FOXE3
	NM_012186:p.Pro149Ser
	Ccc/Tcc


LEFT PRIMER: GGGGCCGTGTCCATATAAAG

RIGHT PRIMER: AGGCTGTCGACGCTGAAC

	3
	Chr15_100871103
	C
	A
	ADAMTS17
	NM_139057:p.Val203Phe
	Gtt/Ttt


LEFT PRIMER: ATCGCGTTTCCTTCTCCTTT
RIGHT PRIMER: TCAAAGGACTGCCGACACTA
	 4
	Chr15_48714160
	G
	A
	FBN1
	NM_000138:p.Thr2520Met
	aCg/aTg


LEFT PRIMER: AATCAAACGTGGAGCTGCTT
RIGHT PRIMER: AAAGGCCAAATAAGGCCAAC
	5
	Chr15_48805843
	G
	C
	FBN1
	NM_000138:p.Asn497Lys
	aaC/aaG


LEFT PRIMER: GCTCAACCAGTCTTCAAATGG
RIGHT PRIMER: CTTCCGGCATGGGTTATTTA
	6
	Chr17_73759494
	C
	T
	GALK1
	NM_000154:p.Val128Met
	Gtg/Atg


LEFT PRIMER: ACCTCAGAGGGTGGGAAAAT
RIGHT PRIMER: ACCCCCTCCATAAGGCATAG
	7
	Chr3_133119130
	G
	A
	BFSP2
	NM_003571:p.Gly68Asp
	gGc/gAc


LEFT PRIMER: ATGAGTGAGAGGCGAGTGGT

RIGHT PRIMER: GCTCCTGACTGACTTGCTCA

	SNP ID
	Taqman ID

	rs114182972
	C_160166976_10

	rs200572745
	C_191034522_10

	rs17670506
	C_22272386_10

	rs148445016
	C_169778057_10

	rs201050879
	C_190566878_10

	rs374509682
	customized

	rs201560093
	C_191529234_10


