Table S1. List of the 61 selected genes and related lens diseases.
	Name
	Gene ID (NCBI)/
Inheritance pattern
	disease

	ADAMTS17
	170691
AR
	lens luxation[1], Weill-Marchesani syndrome[2]

	ADAMTSL4
	54507
AR
	ectopialentis[3]

	AGK
	55750
AR
	Sengers syndrome[4], cataract[5]

	BFSP1
	631
AD
	cataract [6]

	BFSP2
	8419
AD/AR
	cataract [7]

	CHMP4B
	128866
AD
	cataract [8]

	COL4A5
	5308
AD
	Alport syndrome[9]

	CRYAA
	1409
AD/AR
	cataract [5]

	CRYAB
	1410
AD
	cataract [5]

	CRYBA1
	1411
AD
	cataract [5]

	CRYBA2
	1412
AD
	cataract [10]

	CRYBA4
	1413
AD
	cataract [5]

	CRYBB1
	1414
AD/AR
	cataract [5]

	CRYBB2
	1415
AD
	cataract [5]

	CRYBB3
	1417
AD/AR
	cataract [5][10] 

	CRYGA
	1418
AD
	cataract [11]

	CRYGC
	1420
AD
	cataract [5]

	CRYGD
	1421
AD/AR
	cataract [5]

	CRYGS
	1427
AD
	cataract [5]

	CYP1B1
	1545
AD
	microphthalmia[12], glaucoma[13]

	EPHA2
	1969
AD/AR
	cataract[14]

	EYA1
	2138
AD
	cataracts and ocular anterior segment anomalies[15]

	FBN1
	2296
AD
	Marfan syndrome[16]

	FOXC1
	4092
AD
	aniridia[17], Axenfeld-Rieger syndrome and glaucoma[18]

	FOXE3
	2301
AD
	cataract [5], anterior ocular malformations and glaucoma [19], microphthalmia[20]

	FTL
	2512
AD
	cataract [21]

	FYCO1
	79443
AR
	cataract [22]

	GALK1
	2584
AR
	cataract [23]

	GCNT2
	2651
AR
	cataract [24]

	GJA1
	2697
AD
	cataract [25]

	GJA3
	2700
AD
	cataract [25]

	GJA8
	2703
AD/AR
	cataract [25]

	GSTM1
	23411
AR
	cataract [26]

	GSTT1
	2944
AR
	cataract [26]

	HIF1A
	3091
	cataract [27]

	HSF4
	3299
AD/AR
	cataract [27]

	LIM2
	3982
AR
	cataract [28]

	LOXL1
	4016

	primary open-angle glaucoma[29], exfoliation syndrome[30]

	MAF
	4094
AD
	cataract [31]

	MIP
	4284
AD
	cataract [32]

	MTHFR
	4524
AR
	cataract [33]

	MYOC
	4653
AD
	Axenfeld-Rieger syndrome and glaucoma[13, 34]

	NHS
	4810
XL
	cataract[35],Nance-Horan syndrome[36]

	OPTN
	10133
AR
	glaucoma [13]

	OTX2
	6657
AD
	cataract [37]

	PAX6
	5080
AD
	autosomal-dominant nystagmus, foveal hypoplasia and presenile cataract[38], congenital aniridia[39]

	PITX2
	30062
AD
	窗体顶端
aniridia[40], peters' anomaly and persistent hyperplastic primary vitreous[41]

	PITX3
	5309
AD
	cataract[42], aniridia[43]

	PXDN
	7837
AR
	microphthalmia[44], congenital cataract, corneal opacity, and developmental glaucoma[45]

	RAX
	5015
AR
	anophthalmia[46], microphthalmia[20]

	SIL1
	64374
AR
	Marinesco-Sjogren syndrome[47]

	SIRT1
	2200
AD
	cataract [48]

	SLC16A12
	387700
AD
	cataract [49]

	SMAD7
	1287
AD
	cataract [50]

	SOX2
	6657
AD
	窗体顶端
microphthalmia[51]

	TDRD7
	23424
AR
	cataract[52]

	TMEM114
	283953
AD
	cataract[53]

	VIM
	7431
	cataract[54]

	[bookmark: OLE_LINK9][bookmark: OLE_LINK10]VSX1
	2952
AD
	窗体顶端
keratoconus[55]

	VSX2
	338917
AR
	lens subluxation and retinal dysfunction[56], microphthalmia[20]

	WDR36
	134430
AD
	glaucoma[13]


AD: autosomal dominant; AR: autosomal recessive; XL: X-link
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