STR profiles of ARPE-19 and HMVEC cells

The Supplement Figure shows STR analysis of 3 DNA samples for each cell line: DNA extracted from the original cell aliquot, and from aliquots of passage 15 and passage 20 (the highest passage used in the current study). 
 DNA extraction was carried out using the QIAcube device (Qiagen, Valencia, CA).
STR analysis was conducted using the SGM Plus® PCR Amplification Kit (Applied Biosystems, Foster City, CA), followed by fractionation on ABI 3500XL Sequence Analyzer. The data were analyzed using GeneMapper Software v3.2.1.
For both ARPE-19 and HMVEC cell, the STR profiles obtained from DNA samples of passage 15 and passage 20 aliquots were identical to that obtained from the DNA sample of the original aliquot (see Supplement Figure).     

