	APPENDIX 2. Characteristics of the SNP marker panel and associated PCR primers sequences


	Gene
	SNP ID 
	SNP coordinates*
	Primer, Forward (5’→3’)
	Primer, Reverse  (5’→3’)

	RAB8A
	BICF2P225431
	chr20: 46336246   
	GAAGCAGGTTCTCCTCTAGGGCC
	CCTTTGGACTTTCCCCTCCAC

	
	BICF2P566252
	chr20: 46344912   
	GGGTGAACCAGGGCACTGAGC
	GTGGCCCACGTAGTCTCTATGGAAT

	
	BICF2S23760057
	chr20: 46349143   
	CAACGTATTTGCTAGAAGCTGATCA
	CTCATTCCTTCAGGGAGACAGA

	
	new
	chr20: 46351756  
	GGCGGGCTGGGAGCCAATAG
	GCCTCAGTCCCCCCATCTGCA

	RPGRIP1L   
	BICF2P637203
	chr2: 62092489    
	GGGCAGTACTTGCTGCTACGTACA
	TATAAAGGTGAAATTGGGATAGAAG

	
	BICF2P1347274
	chr2: 62122046    
	AGATAAAATGGAGCACATAGGACA
	AAGCAGATTCCTTGCTGAGC

	
	BICF2P772467
	chr2: 62138129     
	CGGAAATACACTAAATTTAGGGTC
	TCTGATGAAATTTCCTTCACATCT

	
	BICF2P1310742
	chr2: 62152007     
	AAGAATACAGGTCATTTGTATTGTA
	ATCAATCATTGGACAAAATGACAC

	
	BICF2P745749
	chr2: 62163783    
	AAGAAACCCATTGGCCTTCA
	TTGGATAGTGTCATCTGCAGTCA

	
	BICF2P154607
	chr2: 62166939     
	GCTCAGAGAATGCTGAGAAAGC
	CTGCTCAGTGCTTAGCGACTAA

	CEP290
	BICF2P1105197
	chr15: 29199693
	AACTTGGGTTAGCTAACATGCTATAA
	AATACCCATGTATTTCATAAATCAATGA

	
	BICF2G630433499
	chr15: 29220545   
	CCGTTCATCAGTTATATAATTTACCTT
	AAAGTAAAAATATGTCTTCTATTTCAGG

	
	rs22417309
	chr15: 29228039  
	TAAAGTTCCCAGAATCTTACCCAA
	ACAATTTTCAAGACTTTAAAATGTGAA

	
	BICF2P557956
	chr15: 29247843   
	GATGAGGCAATTATGGCAGAA
	GGAGCGACAGCTTAGGAAAGA

	
	BICF2P1260534
	chr15: 29265700   
	AAGGCAGTATGTCCCAGGGTAG
	GGTGAAAGAAATGAAAAATGGT

	
	BICF2G630433453
	chr15: 29279083   
	AAACTTTTCCAGGACATTTACCAA
	TATTTACTGAAAGTCTCCATATCCCAG

	CC2D2A
	BICF2G630344902
	chr3: 64841219     
	CCCCCAAAAGAAGGATGTTTATAG
	GAAGTCACTTCATTTTCTCCATTCAGA

	
	BICF2G630344905
	chr3: 64854752    
	ATTTAATTCTGCGCACATTCAAAT
	CTCTGTTCACAATTCTTTAGCCCA

	
	rs8632944
	chr3: 64859223    
	GCTGATTTTCAAAGGCCCAAC
	GCTGATCTAACATCCTCACTCACAAA

	
	BICF2G630344919
	chr3: 64861317   
	CCTGCAGGGATGCATTTCTTA
	TTTGTGTGTTCCCTGCATTCA

	DFNB31
	BICF2P614259
	chr11: 68620384   
	CCTGCCCTGCACTCAGCACC
	GTTTGCTGGACCCTGCTGCC

	
	BICF2P982565
	chr11: 68642086  
	CAAGTTCACCGTTCTAGGCATC
	GGGAAGGTAACTGAGGCACA

	
	BICF2S23542519
	chr11: 68658508  
	CCTGCAGGTTCTGAGGCACACC
	CAAGGTCCCACAGAAGGGAGCA

	
	new   (G326=)**
	chr11: 68671284
	GGTTTGCCAAGGACTCCAGCC
	CCAGCTCCTGCCCTCTCTCTCC

	
	new   (V324I)
	chr11: 68671292
	GGTTTGCCAAGGACTCCAGCC
	CCAGCTCCTGCCCTCTCTCTCC

	
	BICF2S23241727
	chr11: 68680635  
	GGGCCACGAGGTCACAGGAC
	ACAGCGCACGCGTGTCATCC

	
	BICF2P1240265
	chr11: 68698265   
	TACAAAGGTGGGTGAAGGCC
	CGACAGCGGTCTCCTAGGGA

	RAB11B
	BICF2P309067
	chr20: 52957965  
	CTGTTGGCACCGTCCCTTCAC
	AAGCCTTTCACCACATGGACATCC

	
	BICF2P201436
	chr20: 52960719  
	GGGCCACAGACCCATGTCCA
	CTCATCCTTCAAAACCCCTCAAGTCAG

	
	BICF2P720171
	chr20: 52963299 
	CATCAAGGCGCAGATCTGGGAC
	CCTTCTCCCGCCCAACTCCTAC

	
	BICF2P1409239
	chr20: 52965822
	CGGCAGACTCCAGGGAGCGATCA
	ACGGGAGGTCGAAGGCGTGTACC


Note: *SNP positions are given according to UCSC Genome Browser on Dog May 2011 (Broad/canFam3) assembly; ** Mutation position in the protein.

