Appendix 1: Multiplex-PCR conditions for NGS target enrichment (Plex A to F).
	Plex
group
	Annealing
temp.
	Gene
(refSeq)
	Exon
	Primers 5' - 3'
including M13-tags*
	Size
(bp)
	10× Primer
Mix (ng/µl)

	A
	61°C
	RHO
(NG_009115.1)
	1
	F:
	CGACGGCCAGTGCTCAGGCCTTCGCAGCAT
	516
	4

	
	
	
	
	R:
	CAGCTATGACCAGCCCGGGACTCTCCCAGA
	
	

	
	
	
	2
	F:
	CGACGGCCAGTGGGGAGTGCACCCTCCTTA
	392
	2

	
	
	
	
	R:
	CAGCTATGACCACCCCTACCCTGAGTGGGC
	
	

	
	
	
	3
	F:
	GACGGCCAGTTGTGAAGCCCCAGAAAGGGC
	359
	2

	
	
	
	
	R:
	CAGCTATGACCCTCCAGGGAGCAGGAGCCG
	
	

	
	
	
	4
	F:
	CGACGGCCAGTTCACGGCTCTGAGGGTCCA
	420
	4

	
	
	
	
	R:
	CAGCTATGACCAGCTTGTCCTTGGCAGGCA
	
	

	
	
	
	5
	F:
	GACGGCCAGTACGTGCCAGTTCCAAGCACA
	260
	4

	
	
	
	
	R:
	AGCTATGACCTGTGGCTGGGGGAAGGTGTA
	
	

	
	
	NR2E3
(NG_009113.1)
	2
	F:
	CGACGGCCAGTGTCACGCGTGGGTTCGTTCA
	345
	2

	
	
	
	
	R:
	CAGCTATGACCACCCCCTCACCCCTCCAGAA
	
	

	B
	61°C
	PRPF31
(NG_009759.1)
	1–2
	F:
	CGACGGCCAGTAGGAGGGACTTTGTCGGGG
	470
	2

	
	
	
	
	R:
	CAGCTATGACCGATGGGGAGGGGCACAGAGT
	
	

	
	
	
	3
	F:
	CGACGGCCAGTACATCAGCCTGTCCCTGGT
	347
	2

	
	
	
	
	R:
	CAGCTATGACCCTTGGGCTTAGGGGCAGGA
	
	

	
	
	
	4
	F:
	CGACGGCCAGTCTGTATGCTGGTGCCCGTG
	381
	2

	
	
	
	
	R:
	CAGCTATGACCACTGAGCCCTCGTCCACTC
	
	

	
	
	
	5
	F:
	CGACGGCCAGTGCCTTCCTGAGTTCCCGAGC
	348
	4

	
	
	
	
	R:
	CAGCTATGACCCCCAGCCTCCTGGATCTCCC
	
	

	
	
	
	7
	F:
	CGACGGCCAGTTCGAGCCCCCAGGCAGATT
	356
	2

	
	
	
	
	R:
	CAGCTATGACCCTGGGCCAGATGGTGGGTG
	
	

	
	
	
	8
	F:
	CGACGGCCAGTGGACCCCAGGTAGAGCCAG
	283
	2

	
	
	
	
	R:
	CAGCTATGACCTCTCCCTGCAGAGACACCC
	
	

	
	
	
	9–10
	F:
	CGACGGCCAGTGCTCAGAGGAGGCCTGGGT
	435
	6

	
	
	
	
	R:
	CAGCTATGACCGGCTGGCTGTGGGGTTGAG
	
	

	
	
	
	11–12
	F:
	CGACGGCCAGTTCGCTGAACTGCAGGGCG
	446
	6

	
	
	
	
	R:
	CAGCTATGACCTCTTCACAGGGGCAGAGGG
	
	

	
	
	
	13
	F:
	CGACGGCCAGTAGACAGGGCAACTCCAGGG
	423
	2

	
	
	
	
	R:
	CAGCTATGACCCTGGGCAGTCCCAGCAATG
	
	

	C
	61°C
	KLHL7
(NG_016983.1)
	5
	F:
	CGACGGCCAGTGCTTCATCTTGAATGTATACTTGG
	342
	2

	
	
	
	
	R:
	CAGCTATGACCTCCAAACATGAGTTTTAAGAAACC
	
	

	
	
	PRPF3
(NG_008245.1)
	10
	F:
	CGACGGCCAGTTGGGATTTTCAAGATAGGAGTTA
	418
	2

	
	
	
	
	R:
	CAGCTATGACCGAGAAAGGCATTGAAGATCAG
	
	

	
	
	PRPF8
(NG_009118.1)
	42
	F:
	CGACGGCCAGTATCGCCCTTTGCACTTGGG
	348
	4

	
	
	
	
	R:
	CAGCTATGACCCTGAATGTCAGCGGCCTGT
	
	

	
	
	PRPH2
(NG_009176.1)
	1a
	F:
	CGACGGCCAGTCTGGGCTCGTTAAGGTTTGG
	365
	2

	
	
	
	
	R:
	CAGCTATGACCGGCATACTTGGCTGGGTCC
	
	

	
	
	
	1b
	F:
	CGACGGCCAGTCAACTCGCTGGCTGGGAAG
	441
	2

	
	
	
	
	R:
	CAGCTATGACCTGAGCCTCAGTGTCCCCAA
	
	

	
	
	
	2
	F:
	CGACGGCCAGTAGGTTTCCAGAGGCAGGGG
	413
	2

	
	
	
	
	R:
	CAGCTATGACCACCCAAATGGGACCGGAGG
	
	

	
	
	
	3
	F:
	CGACGGCCAGTGGTCCAGCTCCCAGCGATT
	404
	2

	
	
	
	
	R:
	CAGCTATGACCGATGGTGCCCTCCTTGGGA
	
	

	D
	61°C
	IMPDH1
(NG_009194.1)
	2–3
	F:
	CGACGGCCAGTGAGCGGAGGAGAGGGAACA
	379
	2

	
	
	
	
	R:
	CAGCTATGACCTTCCCCTACAGACCCCAGC
	
	

	
	
	
	5
	F:
	CGACGGCCAGTGTGCACGAGGTGGGAACTG
	327
	2

	
	
	
	
	R:
	CAGCTATGACCCATCTCTCCATGCCCTGCC
	
	

	
	
	
	6
	F:
	CGACGGCCAGTGTTGCCAGTGGTCGCTTG
	422
	2

	
	
	
	
	R:
	CAGCTATGACCCCTGTGTGCCCTGGAGT
	
	

	
	
	
	7
	F:
	CGACGGCCAGTCAGGGCACACAGGAACTGAC
	311
	2

	
	
	
	
	R:
	CAGCTATGACCACTGAGAGGAAGGACACGCA
	
	

	
	
	
	8
	F:
	CGACGGCCAGTGGCCAGCCTGGACATCATCC
	355
	2

	
	
	
	
	R:
	CAGCTATGACCTCTGAGGCCCCAGCGTGA
	
	

	
	
	
	14
	F:
	CGACGGCCAGTGTGCTGGGGATTGGGCAGG
	342
	2

	
	
	
	
	R:
	CAGCTATGACCGACTGGCTGCCATCTGGGG
	
	

	E
	61°C
	PRPF8
(NG_009118.1)
	41
	F:
	CGACGGCCAGTTGGGCTCCTTGGGAGGAAG
	394
	2

	
	
	
	
	R:
	CAGCTATGACCCCCAAGTGCAAAGGGCGAT
	
	

	
	
	CRX
(NG_008605.1)
	1
	F:
	CGACGGCCAGTGGAGAAGGAGGCAGGATTTGA
	274
	2

	
	
	
	
	R:
	CAGCTATGACCTGCCAAGAGAAACGACTGTACT
	
	

	
	
	
	2
	F:
	CGACGGCCAGTTGGCAACCAGGATGGAATTCT
	419
	2

	
	
	
	
	R:
	CAGCTATGACCGGATGGTGGGGAGAGGGATTA
	
	

	
	
	
	3a
	F:
	CGACGGCCAGTGGCCTCTTCCCCACTTACC
	334
	2

	
	
	
	
	R:
	CAGCTATGACCCAGGCAAAGGGGACTCTGA
	
	

	
	
	
	3b
	F:
	CGACGGCCAGTGTGGCCACTGTGTCCATCTG
	488
	2

	
	
	
	
	R:
	CAGCTATGACCGAGGCCCGATGGAGAGAGATG
	
	

	
	
	NRL
(NG_011697.1)
	1a
	F:
	CGACGGCCAGTGTGGCCTCCATGTGCTCCAGA
	325
	2

	
	
	
	
	R:
	CAGCTATGACCTGCAGGGTAGCCAGCCAGTA
	
	

	
	
	
	1b
	F:
	CGACGGCCAGTGCCTCCTTCACCCACCTTCAG
	327
	2

	
	
	
	
	R:
	CAGCTATGACCCCTCTCTTGGGCAGTCCTCCTTC
	
	

	
	
	PRPF31
(NG_009759.1)
	6
	F:
	CGACGGCCAGTCAGGCGGGAGATCCAGGAGG
	331
	2

	
	
	
	
	R:
	CAGCTATGACCGGTGCCAAAGCCCCCATTCT
	
	

	
	
	RP1
(NG_009840.1)
	4
	F:
	CGACGGCCAGTTGCTCAGTGTGGTTTAACAAA
	446
	1

	
	
	
	
	R:
	CAGCTATGACCAGGTGCTCCTAAGCTTATTTT
	
	

	F
	61°C
	IMPDH1
(NG_009194.1)
	9
	F:
	CGACGGCCAGTCTGGTGCCTGTGACCAGGG
	308
	6

	
	
	
	
	R:
	CAGCTATGACCCCCCAGGGCTCAGTCTGGT
	
	

	
	
	
	10
	F:
	CGACGGCCAGTTCACCTAGTGGCTGACTGG
	455
	2

	
	
	
	
	R:
	CAGCTATGACCGGAGGGGCACAGGCTTAAT
	
	

	
	
	
	11
	F:
	CGACGGCCAGTAGGCTCTCCCTCCTGCCTT
	298
	2

	
	
	
	
	R:
	CAGCTATGACCCATGCTCCCTGCCACCCAT
	
	

	
	
	
	12
	F:
	CGACGGCCAGTCAGGCAGGGGCATCCCATC
	292
	2

	
	
	
	
	R:
	CAGCTATGACCGTCACCCCGGAGCCTACCA
	
	

	
	
	
	13
	F:
	CGACGGCCAGTGCCCCGGAGTTGCTGTTGA
	339
	2

	
	
	
	
	R:
	CAGCTATGACCGCCAGCAGGGAGCCCATC
	
	

	
	
	
	15
	F:
	CGACGGCCAGTGGGACCTTCCTGGGCGGTA
	331
	2

	
	
	
	
	R:
	CAGCTATGACCGGGCCACCAAGGGTGGAGA
	
	

	
	
	
	16
	F:
	CGACGGCCAGTTGAGACTGGGGGTGGCTCC
	350
	2

	
	
	
	
	R:
	CAGCTATGACCGCCCCCGAAGAGAGGGTGA
	
	

	*The colors blue and orange represent the M13-tag sequences forward and reverse, respectively
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