[bookmark: _GoBack]Appendix 6: Expression of genes involved in TGF signaling in lens epithelial cells and fiber cells


	Gene function
	Gene symbol
	Description
	F_RPKM
	E_RPKM
	F_counts
	E_counts
	FC*
	p-value

	
	Bmpr1a
	Bone morphogenetic protein receptor, type 1A
	12.6
	21.6
	1874.5
	1288.1
	1.46
	0.00907684

	
	Acvr2b
	Activin A receptor IIB
	9.0
	17.3
	433.9
	301.3
	1.44
	0.193788524

	
	Acvr1b
	Activin A receptor 1B
	6.3
	11.5
	771.1
	488.8
	1.58
	0.044550104

	
	Tgfbr1
	Transforming growth factor, beta receptor I
	4.2
	24.4
	652.6
	1350.3
	-2.07
	0.0000414

	
	Ncam1
	Neural cell adhesion molecule 1
	4.0
	44.7
	379.9
	1590.6
	-4.19
	1.35E-20

	
	Acvr2a
	Activin receptor IIA
	3.5
	9.9
	399.1
	390.4
	1.02
	1

	
	Bmpr2
	Bone morphogenic protein receptor, type II
	3.0
	8.3
	293.6
	301.0
	-1.03
	1

	Receptors
	Rgmb
	RGM domain family, member B
	1.4
	7.4
	99.7
	198.2
	-1.99
	0.005686589

	
	Acvr1
	Activin A receptor, type 1
	1.1
	11.2
	86.9
	334.3
	-3.85
	5.21E-11

	
	Bmpr1b
	Bone morphogenetic protein receptor, type 1B
	0.9
	0.1
	108.1
	3.5
	30.55
	1.03E-18

	
	Tgfbr3
	Transforming growth factor, beta receptor III
	0.7
	1.6
	93.5
	101.8
	-1.09
	1

	
	Gfra2
	Glial cell line derived neurotrophic factor family receptor alpha 2
	0.5
	2.3
	50.7
	81.3
	-1.60
	0.348114515

	
	Rgma
	RGM domain family, member A
	0.4
	4.9
	28.8
	132.9
	-4.62
	0.000000686

	
	Amhr2
	Anti-Mullerian hormone type 2 receptor
	0.4
	0.5
	5.5
	3.1
	1.79
	0.972251682

	
	Gfra1
	Glial cell line derived neurotrophic factor family receptor alpha 1
	0.4
	1.0
	38.8
	45.4
	-1.17
	1

	
	Eng
	Endoglin
	0.1
	42.9
	3.8
	738.2
	-193.64
	1.92E-39

	
	Hfe2
	Hemochromatosis type 2 
	0.0
	0.0
	2.5
	0.8
	3.00
	0.98495963

	
	Tgfbr2
	Transforming growth factor, beta receptor II
	0.0
	2.1
	0.6
	107.9
	-183.19
	0.000000089

	
	Acvr1c
	Activin A receptor, type IC
	0.0
	0.0
	1.0
	1.2
	-1.19
	1

	
	Cfc1
	Cripto, FRL-1, cryptic family 1
	0.0
	0.0
	0.0
	0.0
	inf
	NA

	
	Gfra3
	Glial cell line derived neurotrophic factor family receptor alpha 3
	0.0
	0.1
	0.0
	1.5
	inf
	0.993716032

	
	Bmp1
	Bone morphogenetic protein 1
	10.0
	55.9
	1052.4
	2130.8
	-2.02
	3.67E-08

	
	Tgfb2
	Transforming growth factor, beta 2
	6.2
	54.1
	893.1
	2736.6
	-3.06
	1.9E-20

	
	Bmp7
	Bone morphogenetic protein 7
	4.0
	37.3
	362.3
	1343.5
	-3.71
	6.74E-22

	
	Inha
	Inhibin alpha
	3.7
	9.2
	150.6
	134.0
	1.12
	0.992224701

	
	Gdf11
	Growth differentiation factor 11
	1.8
	8.7
	209.6
	348.2
	-1.66
	0.018638453

	
	Gdf9
	Growth differentiation factor 9
	1.5
	1.1
	35.9
	8.3
	4.31
	0.044443993

	
	Tgfb1
	Transforming growth factor, beta 1
	0.6
	9.5
	21.4
	166.0
	-7.76
	8.37E-12

	
	Gdf1
	Growth differentiation factor 1
	0.6
	2.4
	1.0
	0.7
	1.43
	1

	
	Inhbb
	Inhibin beta-B
	0.5
	6.3
	59.2
	273.0
	-4.61
	3.09E-11

	
	Tgfb3
	Transforming growth factor, beta 3
	0.4
	1.1
	33.8
	35.8
	-1.06
	1

	
	Amh
	Anti-Mullerian hormone
	0.3
	0.3
	15.6
	5.3
	2.96
	0.297897485

	
	Nrtn
	Neurturin
	0.3
	2.3
	12.6
	28.4
	-2.25
	0.256417754

	
	Pspn
	Persephin
	0.2
	0.5
	3.5
	3.5
	1.01
	1

	
	Bmp6
	Bone morphogenetic protein 6
	0.1
	0.2
	6.2
	3.9
	1.57
	1

	
	Gdf10
	Growth differentiation factor 10
	0.1
	0.3
	4.9
	6.8
	-1.39
	1

	
	Bmp2
	Bone morphogenetic protein 2
	0.0
	0.5
	3.9
	21.8
	-5.63
	0.278708863

	Ligands
	Inhba
	Inhibin beta-A
	0.0
	6.9
	1.7
	121.8
	-72.01
	1.09E-15

	
	Gdf7
	Growth differentiation factor 7
	0.0
	0.1
	1.5
	1.4
	1.13
	1

	
	Bmp8b
	Bone morphogenetic protein 8b
	0.0
	0.2
	1.6
	3.7
	-2.39
	0.977247713

	
	Nodal
	Nodal
	0.0
	0.1
	1.6
	1.2
	1.35
	1

	
	Lefty1
	Left right determination factor 1
	0.0
	0.0
	1.0
	0.3
	3.02
	1

	
	Gdf6
	Growth differentiation factor 6
	0.0
	0.2
	1.5
	7.5
	-4.97
	0.53193034

	
	Gdf15
	Growth differentiation factor 15
	0.0
	1.2
	0.5
	14.7
	-30.32
	0.045432019

	
	Gdnf
	Glial cell line derived neurotrophic factor
	0.0
	0.0
	0.5
	0.3
	1.43
	1

	
	Bmp3
	Bone morphogenetic protein 3
	0.0
	0.0
	0.0
	1.2
	inf
	1

	
	Bmp4
	Bone morphogenetic protein 4
	0.0
	5.4
	0.0
	122.2
	inf
	0.012037887

	
	Bmp5
	Bone morphogenetic protein 5
	0.0
	0.1
	0.0
	1.8
	0.00
	0.935380949

	
	Bmp8a
	Bone morphogenetic protein 8a
	0.0
	0.0
	0.0
	0.0
	NA
	NA

	
	Bmp10
	Bone morphogenetic protein 10
	0.0
	0.0
	0.0
	0.0
	NA
	NA

	
	Bmp15
	Bone morphogenetic protein 15
	0.0
	0.1
	0.0
	3.2
	0.00
	0.657787647

	
	Artn
	Artemin
	0.0
	0.3
	0.0
	3.5
	0.00
	0.562356811

	
	Gdf2
	Growth differentiation factor 2
	0.0
	0.0
	0.0
	0.5
	0.00
	1

	
	Gdf3
	Growth differentiation factor 3
	0.0
	0.0
	0.0
	0.0
	NA
	NA

	
	Gdf5
	Growth differentiation factor 5
	0.0
	0.0
	0.0
	0.0
	NA
	NA

	
	Inhbc
	Inhibin beta-C
	0.0
	0.0
	0.0
	1.0
	0.00
	1

	
	Inhbe
	Inhibin beta E
	0.0
	0.0
	0.0
	0.0
	NA
	NA

	
	Lefty2
	Left-right determination factor 2
	0.0
	0.0
	0.0
	0.0
	NA
	NA


Genes were ranked based on the RPKM (Reads Per Kilobase per Million mapped reads) values in the fiber cells (F) with F counts and E counts representing normalized read counts from DESeq software from the fiber and epithelial cell samples, respectively.
*Fold-change (FC) was based on the expression level in the fiber cells relative to the epithelial cells in normalized counts produced by DESeq. Negative values indicated expression lower in the fiber cells compared with the epithelial cells. Genes with a p-adjusted value less than 0.05 and more than a 1.5 fold-change in normalized read counts were considered as differential expression.

