
 

Table S4.  Alignment of novel amino acid variations in LTBP2 
Variation  Pro432Leu Arg495Gln Ser518Ile Ile667Leu Glu1191Lys Gln1417Arg Met1567Val Val1638Met Protein ID* 
Human GKFCHLPIPQPD HQVAQVRGGVEEA RPPPWLPASPGHSLW CVSDKAISMLQGLC PHGECLNSH CYSGQKGH QRCMNSTS LCNVARIEAER ENSP00000261978 

Chimpanzee ------------ HQVAQVRGGVEEA RPPPWLPASPGHSLW CVSDKAISMLQGLC PHGECLNSH CYSGQKGH QRCMNSTS LCNVARIEAER ENSPTRP00000011096 

Gorilla GKFCHLPIPQPD HQVAQVRGGVEEA RPLPWLPASPGHSLW CVSDKAISMLQGLC PHGECLNSH CYSGQKGH QRCMNSTS LCNVARIEAER ENSGGOP00000025837 

Orangutan GKFCHLPIPQPD HQVAQVRGGVEEA RPPPWLPASPGHSLW CVSDKAISMLQGLC PHGECLNSH CYSGQNGH QRCMNSTS LCNVARIEAER ENSPPYP00000006808 

Mouse GKFCHLPVPQPD HQVARVRGELDPV RASRRPHGNLGHSPW CVSDKAVSMQQGLC PHGECLNSL CYSEHNGG QRCVNSTS LCNVARIEAER ENSMUSP00000105883 

Rabbit GKFCHLPIPQLD HQVARVRPETERA RPPAQPPASSGRGHW CVSDKAVSMQQGLC PHGECLNSP CYSGQDGH QRCVNSTG LCNVARIEAER ENSOCUP00000012112 

Dog GKFCHLPSPKLD HQVARVRGEAPE- RPSPRLPASPRHSPW CVSDKAISMQQGLC PHGECLNSH CYSGQNGQ QRCVNSTG LCNVARIEAER ENSCAFP00000024933 

Cow GKFCHLPAPRLD HQVARVRGEAEEA RPSPRLPAGPGPGRW CVSDKAVSMQQGLC PRGECLNSH CYSGQKDQ QRCVNSTS LCNVARIEAER ENSBTAP00000029274 

Horse GKFCHLPAPKLD HQVARVRGEAEEA RPAPRLPASPSHSHW CVSDKAVSMQQGLC PRGECLNSH CYSGQNSQ QRCVNSTS LCNVARIEAER ENSECAP00000016809 

Elephant GKFCHLPIPKPE HQVARVRGEAEEA RPLPRLPASPGHSRW CVSDKAVSMQQGLC PHGECLNSH CYSGQKGQ QRCVNGTS LCNVARIEAER ENSLAFP00000001345 

Dolphin GKFCHLPAPNLD HQVARVRGEVEEA RPSPWLPASPGHGHW CVSDKAISMQQGLC PRGECLNSH CYSGQKGQ QRCVNSTS LCNVARIEAER ENSTTRP00000012372 

Panda  GKFCHLPSPKLD HQVARVRGEAPE- RPSPRLPASPRHSHW CVSDKAVSMQQGLC PRGECLNSH CYSGQEGQ QRCVNSTG LCNVARIEAER ENSAMEP00000019330 

Pig GKFCHLPAPRLD HQVARVRGEAEGA RPSPRFPTGPGHSPW CVSDKAVSMQQGLC PRGECLNSH CYSGQKGQ QRCVNSTS LCNVARIEAER ENSSSCP00000002566 

Chicken GKFCHLPAPSPE HQVARVRGDSEVS VL-----VPQMAAVP CISDKAVSMEQGLC PNGECLNSH CYYHISDV NRCVNLSG LCNGASEDSDR ENSGALP00000016671 

Turkey GKFCHMPAPSPE HQVARVRGDSEVS LAPIGTPVSSLEQLA CISDKAVSMEQGLC PNGECLNSH CYYHISDV NRCVNLSG LCNGASEDSDR ENSMGAP00000013379 

Tetraodon GKFCHLPAPVPT HQVARVQPGQRPV QGSRH-PHTSHTSHT CVSDKAVSHQKALC EKGDCLNTE CYYNLNDA HHCVSLNT LCNLPWRGSSD ENSTNIP00000020567 

Fugu GKFCHLPAPVPT HQVARVQPGQRPV QQRSQ-PGSVHELAT CVSDKAVSHQKALC --------- CYYNLNDA RRCVSLNT MCNLPWS---- ENSTRUP00000039245 

Medaka GKFCHLAAPPPA HQVARVQPGQRLA QQRSQ-PGNGHEHPS CVSDKAVSEERASC PTGVCTNTE CYYNLNDA RHCISLNS MCNLPWEGGSD ENSORLP00000020882 

*Protein ID numbers from http://www.ensembl.org. 

 


