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Figure S2. Genomic region plot from ALSPAC GWAS for corneal curvature. 

Results are shown from an analysis with the inclusion of the genotype at SNP 

rs6554163 as a covariate in the analysis (compare with Figure 2). 
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Figure S3. eQTL GWAS for probe ilmn_1681949. Panel A shows a Manhattan 
plot for probe ilmn_1681949 gene expression level in lymphocytes. Panel B shows 
a higher-resolution view of the most strongly linked region, on chromosome 6. 
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Figure S4. eQTL GWAS for probe ilmn_2086470. Panel A shows a Manhattan 
plot for probe ilmn_2086470 gene expression level in lymphocytes. Panel B shows 
a higher-resolution view of the most strongly linked region, on chromosome 7. 
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