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Figure S2. Genomic region plot from ALSPAC GWAS for corneal curvature.
Results are shown from an analysis with the inclusion of the genotype at SNP

rs6554163 as a covariate in the analysis (compare with Figure 2).
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Figure S3. eQTL GWAS for probe ilmn_1681949. Panel A shows a Manhattan
plot for probe ilmn_1681949 gene expression level in lymphocytes. Panel B shows
a higher-resolution view of the most strongly linked region, on chromosome 6.

0
[{o]
~~
=
= |
S <
ke
|
N )
o —
[ \ 1t 1T > 1T 1T 1T 7T 17 17T 17 77T TT 1Tl
1 2 3 4 56 8 10 12 14 17 21
Chromosome
rs7751205
Plotted SNPs 010 0 O O 0000 A O OO OO0 0
040 g rsT751205 - 100
[1X:]
g 4| os L a0 o
o4 §
,§_ oz E;C'
% 3
g a4 -
5 E

= CBorf123 =—HGCE3  ~—FRMD1 ~—DACT2 SMOC2—~
HH I o] L al ]
- CBorf124 KIF25—=
L] .
MLLT4—=
T T T T
168 168.2 168.4 168.6

Paosition on chré (Mb)

Page 5 of 6



Figure S4. eQTL GWAS for probe ilmn_2086470. Panel A shows a Manhattan

plot for probe ilmn_2086470 gene expression level in lymphocytes. Panel B shows
a higher-resolution view of the most strongly linked region, on chromosome 7.
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