








myopia with common SNPs in genes responsible for
syndromic high myopia but, unfortunately, the results are
inconclusive and controversial in general [40,46-49]. This
approach is based on the understanding that the genetic basis
of complex diseases is associated with common variant
(common disease, common variant [CDCV]). However,
routine association study of common SNPs may not discover
rare variations that might contribute to complex diseases
(common disease, rare variant [CDRV]) [50-52]. Sequencing
the functional regions of the target gene, as in this study,
would detect such rare variations as well as mutations, which
should be a preferable approach for a disease like high myopia
where both Mendelian traits and complex traits are involved.

Here in this study, the entire coding and adjacent intronic
regions of GRM6 were sequenced for 96 patients with
nonsyndromic high myopia. Consequently, four novel
variations were detected in GRM6 of the Chinese patients with
high myopia, where three were only present in patients but not
among the 96 controls. These variations were predicted to
affect the functions of the encoded proteins if the mutant allele
is expressed. This was the first sequencing evaluation of
GRM6 in a group of patients with high myopia. The
information obtained based on the current case-control
sequence analyzing may not lead to a definite conclusion;
however, it not only expands our understanding of GRM6
variations in human beings but also may suggest a potential
role of GRM6 rare variations in the development of myopia
in rare cases. Further studies in other ethnic populations may
provide useful information to verify our findings.
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